UniprotKB

oglcnac

ID Entry name |organism full name [oglcnacscore sites phosphorylation sites PMIDS sequence
Q07954 LRP1 HUMAN |Homo Prolow- 4.715202 NaN T4460;T4507;S4517;S4520;S4523|34019948;33214551;34725712 MLTPPLLLLLPLLSALVAAAIDAPKTC
sapiens density SPKQFACRDQITCISKGWRCDGERD
lipoprotein CPDGSDEAPEICPQSKAQRCQPNEH
receptor- NCLGTELCVPMSRLCNGVQDCMDG
related SDEGPHCRELQGNCSRLGCQHHCV
protein 1 PTLDGPTCYCNSSFQLQADGKTCKD

FDECSVYGTCSQLCTNTDGSFICGC
VEGYLLQPDNRSCKAKNEPVDRPPV
LLIANSQNILATYLSGAQVSTITPTST
RQTTAMDFSYANETVCWVHVGDSA
AQTQLKCARMPGLKGFVDEHTINIS
LSLHHVEQMAIDWLTGNFYFVDDID
DRIFVCNRNGDTCVTLLDLELYNPK
GIALDPAMGKVFFTDYGQIPKVERC
DMDGQNRTKLVDSKIVFPHGITLDL
VSRLVYWADAYLDYIEVVDYEGKGR
QTIIQGILIEHLYGLTVFENYLYATNS
DNANAQQKTSVIRVNRFNSTEYQVV
TRVDKGGALHIYHQRRQPRVRSHAC
ENDQYGKPGGCSDICLLANSHKART
CRCRSGFSLGSDGKSCKKPEHELFL
VYGKGRPGIIRGMDMGAKVPDEHMI
PIENLMNPRALDFHAETGFIYFADTT
SYLIGRQKIDGTERETILKDGIHNVE
GVAVDWMGDNLYWTDDGPKKTISV
ARLEKAAQTRKTLIEGKMTHPRAIVV
DPLNGWMYWTDWEEDPKDSRRGR
LERAWMDGSHRDIFVTSKTVLWPN
GLSLDIPAGRLYWVDAFYDRIETILL
NGTDRKIVYEGPELNHAFGLCHHG
NYLFWTEYRSGSVYRLERGVGGAPP
TVTLLRSERPPIFEIRMYDAQQQQVG
TNKCRVNNGGCSSLCLATPGSRQCA
CAEDQVLDADGVTCLANPSYVPPPQ
CQPGEFACANSRCIQERWKCDGDN
DCLDNSDEAPALCHQHTCPSDRFK
CENNRCIPNRWLCDGDNDCGNSED
ESNATCSARTCPPNQFSCASGRCIPI
SWTCDLDDDCGDRSDESASCAYPTC
FPLTQFTCNNGRCININWRCDNDN
DCGDNSDEAGCSHSCSSTQFKCNS
GRCIPEHWTCDGDNDCGDYSDETH
ANCTNQATRPPGGCHTDEFQCRLD
GLCIPLRWRCDGDTDCMDSSDEKS
CEGVTHVCDPSVKFGCKDSARCISK
AWVCDGDNDCEDNSDEENCESLAC
RPPSHPCANNTSVCLPPDKLCDGND
DCGDGSDEGELCDQCSLNNGGCSH
NCSVAPGEGIVCSCPLGMELGPDNH
TCQIQSYCAKHLKCSQKCDQNKFSV
KCSCYEGWVLEPDGESCRSLDPFKP




FIIFSNRHEIRRIDLHKGDYSVLVPGL
RNTIALDFHLSQSALYWTDVVEDKIY
RGKLLDNGALTSFEVVIQYGLATPEG
LAVDWIAGNIYWVESNLDQIEVAKL
DGTLRTTLLAGDIEHPRAIALDPRDG
ILFWTDWDASLPRIEAASMSGAGRR
TVHRETGSGGWPNGLTVDYLEKRIL
WIDARSDAIYSARYDGSGHMEVLRG
HEFLSHPFAVTLYGGEVYWTDWRT
NTLAKANKWTGHNVTVVQRTNTQP
FDLQVYHPSRQPMAPNPCEANGGQ
GPCSHLCLINYNRTVSCACPHLMKL
HKDNTTCYEFKKFLLYARQMEIRGV
DLDAPYYNYIISFTVPDIDNVTVLDYD
AREQRVYWSDVRTQAIKRAFINGTG
VETVVSADLPNAHGLAVDWVSRNLF
WTSYDTNKKQINVARLDGSFKNAVV
QGLEQPHGLVVHPLRGKLYWTDGD
NISMANMDGSNRTLLFSGQKGPVG
LAIDFPESKLYWISSGNHTINRCNLD
GSGLEVIDAMRSQLGKATALAIMGD
KLWWADQVSEKMGTCSKADGSGSV
VLRNSTTLVMHMKVYDESIQLDHK
GTNPCSVNNGDCSQLCLPTSETTRS
CMCTAGYSLRSGQQACEGVGSFLLY
SVHEGIRGIPLDPNDKSDALVPVSGT
SLAVGIDFHAENDTIYWVDMGLSTIS
RAKRDQTWREDVVTNGIGRVEGIAV
DWIAGNIYWTDQGFDVIEVARLNGS
FRYVVISQGLDKPRAITVHPEKGYLF
WTEWGQYPRIERSRLDGTERVVLVN
VSISWPNGISVDYQDGKLYWCDART
DKIERIDLETGENREVVLSSNNMDM
FSVSVFEDFIYWSDRTHANGSIKRGS
KDNATDSVPLRTGIGVQLKDIKVEFNR
DRQKGTNVCAVANGGCQQLCLYRG
RGQRACACAHGMLAEDGASCREYA
GYLLYSERTILKSIHLSDERNLNAPV
QPFEDPEHMKNVIALAFDYRAGTSP
GTPNRIFFSDIHFGNIQQINDDGSRR
ITIVENVGSVEGLAYHRGWDTLYWT
SYTTSTITRHTVDQTRPGAFERETVIT
MSGDDHPRAFVLDECQNLMFWTN
WNEQHPSIMRAALSGANVLTLIEKD
IRTPNGLAIDHRAEKLYFSDATLDKI
ERCEYDGSHRYVILKSEPVHPFGLAV
YGEHIFWTDWVRRAVQRANKHVGS
NMKLLRVDIPQQPMGIIAVANDTNS
CELSPCRINNGGCQDLCLLTHQGHV
NCSCRGGRILQDDLTCRAVNSSCRA
QDEFECANGECINFSLTCDGVPHCK
DKSDEKPSYCNSRRCKKTFRQCSNG
RCVSNMLWCNGADDCGDGSDEIPC
NKTACGVGEFRCRDGTCIGNSSRCN




QFVDCEDASDEMNCSATDCSSYFRL
GVKGVLFQPCERTSLCYAPSWVCDG
ANDCGDYSDERDCPGVKRPRCPLNY
FACPSGRCIPMSWTCDKEDDCEHG
EDETHCNKFCSEAQFECQNHRCISK
QWLCDGSDDCGDGSDEAAHCEGKT
CGPSSFSCPGTHVCVPERWLCDGDK
DCADGADESIAAGCLYNSTCDDREF
MCQNRQCIPKHFVCDHDRDCADGS
DESPECEYPTCGPSEFRCANGRCLS
SRQWECDGENDCHDQSDEAPKNP
HCTSQEHKCNASSQFLCSSGRCVAE
ALLCNGQDDCGDSSDERGCHINEC
LSRKLSGCSQDCEDLKIGFKCRCRP
GFRLKDDGRTCADVDECSTTFPCSQ
RCINTHGSYKCLCVEGYAPRGGDPH
SCKAVTDEEPFLIFANRYYLRKLNLD
GSNYTLLKQGLNNAVALDFDYREQ
MIYWTDVTTQGSMIRRMHLNGSNV
QVLHRTGLSNPDGLAVDWVGGNLY
WCDKGRDTIEVSKLNGAYRTVLVSS
GLREPRALVVDVQNGYLYWTDWGD
HSLIGRIGMDGSSRSVIVDTKITWPN
GLTLDYVTERIYWADAREDYIEFASL
DGSNRHVVLSQDIPHIFALTLFEDYV
YWTDWETKSINRAHKTTGTNKTLLI
STLHRPMDLHVFHALRQPDVPNHP
CKVNNGGCSNLCLLSPGGGHKCAC
PTNFYLGSDGRTCVSNCTASQFVCK
NDKCIPFWWKCDTEDDCGDHSDEP
PDCPEFKCRPGQFQCSTGICTNPAFI
CDGDNDCQDNSDEANCDIHVCLPS
QFKCTNTNRCIPGIFRCNGQDNCGD
GEDERDCPEVTCAPNQFQCSITKRCI
PRVWVCDRDNDCVDGSDEPANCTQ
MTCGVDEFRCKDSGRCIPARWKCD
GEDDCGDGSDEPKEECDERTCEPY
QFRCKNNRCVPGRWQCDYDNDCG
DNSDEESCTPRPCSESEFSCANGRC
IAGRWKCDGDHDCADGSDEKDCTP
RCDMDQFQCKSGHCIPLRWRCDAD
ADCMDGSDEEACGTGVRTCPLDEF
QCNNTLCKPLAWKCDGEDDCGDNS
DENPEECARFVCPPNRPFRCKNDRV
CLWIGRQCDGTDNCGDGTDEEDCE
PPTAHTTHCKDKKEFLCRNQRCLSS
SLRCNMFDDCGDGSDEEDCSIDPKL
TSCATNASICGDEARCVRTEKAAYCA
CRSGFHTVPGQPGCQDINECLRFGT
CSQLCNNTKGGHLCSCARNFMKTH
NTCKAEGSEYQVLYIADDNEIRSLFP
GHPHSAYEQAFQGDESVRIDAMDV
HVKAGRVYWTNWHTGTISYRSLPPA
APPTTSNRHRRQIDRGVTHLNISGLK




MPRGIAIDWVAGNVYWTDSGRDVIE
VAQMKGENRKTLISGMIDEPHAIVV
DPLRGTMYWSDWGNHPKIETAAMD
GTLRETLVQDNIQWPTGLAVDYHNE
RLYWADAKLSVIGSIRLNGTDPIVAA
DSKRGLSHPFSIDVFEDYIYGVTYIN
NRVFKIHKFGHSPLVNLTGGLSHAS
DVVLYHQHKQPEVTNPCDRKKCEW
LCLLSPSGPVCTCPNGKRLDNGTCV
PVPSPTPPPDAPRPGTCNLQCFNGG
SCFLNARRQPKCRCQPRYTGDKCEL
DQCWEHCRNGGTCAASPSGMPTCR
CPTGFTGPKCTQQVCAGYCANNSTC
TVNQGNQPQCRCLPGFLGDRCQYR
QCSGYCENFGTCQMAADGSRQCRC
TAYFEGSRCEVNKCSRCLEGACVVN
KQSGDVTCNCTDGRVAPSCLTCVGH
CSNGGSCTMNSKMMPECQCPPHM
TGPRCEEHVFSQQQPGHIASILIPLL
LLLLLVLVAGVVFWYKRRVQGAKGF
QHQRMTNGAMNVEIGNPTYKMYEG
GEPDDVGGLLDADFALDPDKPTNFT
NPVYATLYMGGHGSRHSLASTDEKR
ELLGRGPEDEIGDPLA




