UniprotKB Entry name organism full name oglcnacscore o-glcnac phosphorylation sites PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrion enc}oplasmw golg
ID sites reticulum |appi
Q07955 SRSF1_HUMAN [Homo Serine/arginine-|20.800943 NaN S2;S133;S199;5201;T202;5S205;S20 |23301498;37217939;33214551;328 |MSGGGVIRGPAGNNDCRIYVGNLPP [True False 3.168 [5.0 2.236 1.954 1.45
sapiens [rich splicing 7;5209;S231;5234;S238 70666;22121020;38665916;347257 |DIRTKDIEDVFYKYGAIRDIDLKNRR
factor 1
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0447
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