UniprotkB Entry name organism full oglcnacscore oglcnac p'h osphorylation PMIDS sequence intracellular (extracellular cytosol [nucleus mitochndrion ent'loplasmlc golgi plasma extl:acellular
ID name sites sites reticulum apparatus membrane [region
Q07960 RHG01_HUMAN Homo Rho 27.551107 NaN S44;S47;S50;S51;T65 [40914422;38665916 MDPLSELQDDLTLDDTSEALNQLKL (True False 4.709 [2.946 [1.669 1.369 1.741 3.352 4.36
sapiens |GTPase- IASIDEKNWPSDEMPDFPKSDDSKSS
activating SPELVTHLKWDDPYYDIARHQIVEVA
protein 1 GDDKYGRKIIVFSACRMPPSHQLDH

SKLLGYLKHTLDQYVESDYTLLYLH
HGLTSDNKPSLSWLRDAYREFDRKY
KKNIKALYIVHPTMFIKTLLILFKPLIS
FKFGQKIFYVNYLSELSEHVKLEQLG
IPRQVLKYDDFLKSTQKSPATAPKPM
PPRPPLPNQQFGVSLQHLQEKNPEQ
EPIPIVLRETVAYLQAHALTTEGIFRR
SANTQVVREVQQKYNMGLPVDFDQ
YNELHLPAVILKTFLRELPEPLLTFD
LYPHVVGFLNIDESQRVPATLQVLQT
LPEENYQVLRFLTAFLVQISAHSDQ
NKMTNTNLAVVFGPNLLWAKDAAIT
LKAINPINTFTKFLLDHQGELFPSPD
PSGL




