UniprotKB Entry name |organism full name loglcnacscore o.glcnac p'h osphorylation PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion em!oplasmlc golgi plasma exh:acellular
ID sites sites reticulum apparatus membrane [region
Q08257 QOR_HUMAN [Homo Quinone 18.61626 NaN S248 28510447;38665916 MATGQKLMRAVRVFEFGGPEVLKL [None None None [None None None None None None

sapiens oxidoreductase RSDIAVPIPKDHQVLIKVHACGVNPV

ETYIRSGTYSRKPLLPYTPGSDVAGVI
EAVGDNASAFKKGDRVFTSSTISGG
YAEYALAADHTVYKLPEKLDFKQGA
AIGIPYFTAYRALIHSACVKAGESVLV
HGASGGVGLAACQIARAYGLKILGTA
GTEEGQKIVLQNGAHEVFNHREVN
YIDKIKKYVGEKGIDIIIEMLANVNLS
KDLSLLSHGGRVIVVGSRGTIEINPR
DTMAKESSIIGVTLFSSTKEEFQQYA
AALQAGMEIGWLKPVIGSQYPLEKV
AEAHENIIHGSGATGKMILLL




