}Jl;l iprotkB Entry name organism full loglcnacscore |oglcnac sites phosphorylation sites PMIDS 'sequence intracellular extracellular cytosol nucleus mitochndrion enc_loplasn
name reticulum
Q08378 GOGA3_HUMAN [Homo Golgin ~ (15.228373 S16;S115;T664;S1340|S18;S57;S272;S385;S389;5465;598 [30379171;29351928;38253038;386 [MDGASAEQDGLQEDRSHSGPSSLP (True True 5.0 4.746  [1.305 1.765
sapiens |subfamily 3;S1392 65916 EAPLKPPGPLVPPDQQDKVQCAEVN
A RASTEGESPDGPGQGGLCQNGPTPP
member FPDPPSSLDPTTSPVGPDASPGVAGF
3 HDNLRKSQGTSAEGSVRKEALQSLR

LSLPMQETQLCSTDSPLPLEKEEQV
RLQARKWLEEQLKQYRVKRQQERS
SQPATKTRLFSTLDPELMLNPENLP
RASTLAMTKEYSFLRTSVPRGPKVG
SLGLPAHPREKKTSKSSKIRSLADYR
TEDSNAGNSGGNVPAPDSTKGSLKQ
NRSSAASVVSEISLSPDTDDRLENTS
LAGDSVSEVDGNDSDSSSYSSASTR
GTYGILSKTVGTQDTPYMVNGQEIPA
DTLGQFPSIKDVLQAAAAEHQDQGQ
EVNGEVRSRRDSICSSVSLESSAAET
QEEMLQVLKEKMRLEGQLEALSLE
IASQALKEKAELQAQLAALSTKLQAQ
IVECSHSSQQRQDSLSSEVDTLKQSC
'WDLERAMTDLQNMLEAKNASLASS
NNDLQVAEEQYQRLMAKVEDMQRS
MLSKDNTVHDLRQQMTALQSQLQQ
IVQLERTTLTSKLKASQAEISSLQSVR
QWYQQQLALAQEARVRLQGEMAHI
QVGQMTQAGLLEHLKLENVSLSQQ
LTETQHRSMKEKGRIAAQLQGIEAD
MLDQEAAFMQIQEAKTMVEEDLQR
RLEEFEGERERLQRMADSAASLEQQ
LEQVKLTLLQRDQQLEALQQEHLDL
MKQLTLTQEALQSREQSLDALQTHY
DELQARLGELQGEAASREDTICLLQ
NEKITLEAALQAAKSGKEELDRGARR
LEEGTEETSETLEKLREELAIKSGQV
EHLQQETAALKKQMQKIKEQFLQQK
IVMVEAYRRDATSKDQLISELKATRK
RLDSELKELRQELMQVHGEKRTAEA
ELSRLHREVAQVRQHMADLEGHLQ
SAQKERDEMETHLQSLQFDKEQMV
IAVTEANEALKKQIEELQQEARKAITE
QKQKMRRLGSDLTSAQKEMKTKHK
IAYENAVGILSRRLQEALAAKEAADAE
LGQLRAQGGSSDSSLALHERIQALE
IAELQAVSHSKTLLEKELQEVIALTSQ
ELEESREKVLELEDELQESRGFRKKI
KRLEESNKKLALELEHEKGKLTGLG
QSNAALREHNSILETALAKREADLV
QLNLQVQAVLQRKEEEDRQMKHLV
QALQASLEKEKEKVNSLKEQVAAAK
IVEAGHNRRHFKAASLELSEVKKELQ
IAKEHLVQKLQAEADDLQIREGKHSQ
EIAQFQAELAEARAQLQLLQKQLDE
QLSKQPVGNQEMENLKWEVDQKER
EIQSLKQQLDLTEQQGRKELEGLQQ
LLQNVKSELEMAQEDLSMTQKDKF
MLQAKVSELKNNMKTLLQQNQQLK
LDLRRGAAKTRKEPKGEASSSNPAT
PIKIPDCPVPASLLEELLRPPPAVSKE
PLKNLNSCLQQLKQEMDSLQRQME
EHALTVHESLSSWTPLEPATASPVPP
GGHAGPRGDPQRHSQSRASKEGPG
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