TESLRQLSQQLNGLVCESATCVNGE
GPASSANLKDLESRYQQLAVALDSS
YVTNKQLNITIEKLKQQNQEITDQLE
EEKKECHQKQGALREQLQVHIQTIGI
LVSEKAELQTALAHTQHAARQKEGE
SEDLASRLQYSRRRVGELERALSAVS
TQQKKADRYNKELTKERDALRLELY
KNTQSNEDLKQEKSELEEKLRVLVT
EKAGMQLNLEELQKKLEMTELLLQ
QFSSRCEAPDANQQLQQAMEERAQ
LEAHLGQVMESVRQLQMERDKYAE
NLKGESAMWRQRMQQMSEQVHTL
REEKECSMSRVQELETSLAELRNQ
MAEPPPPEPPAGPSEVEQQLQAEAE
HLRKELEGLAGQLQAQVQDNEGLS
RLNREQEERLLELERAAELWGEQAE
ARRQILETMQNDRTTISRALSQNRE
LKEQLAELQSGFVKLTNENMEITSA
LQSEQHVKRELGKKLGELQEKLSEL
KETVELKSQEAQSLQQQRDQYLGHL
QQYVAAYQQLTSEKEVLHNQLLLQT
QLVDQLQQQEAQGKAVAEMARQEL
QETQERLEAATQQNQQLRAQLSLM
AHPGEGDGLDREEEEDEEEEEEEAV
AVPQPMPSIPEDLESREAMVAFFNS
AVASAEEEQARLRGQLKEQRVRCRR
LAHLLASAQKEPEAAAPAPGTGGDS
VCGETHRALQGAMEKLQSRFMELM
QEKADLKERVEELEHRCIQLSGETD
TIGEYIALYQSQRAVLKERHREKEEYI
SRLAQDKEEMKVKLLELQELVLRLV
GDRNEWHGRFLAAAQNPADEPTSG
APAPQELGAANQQGDLCEVSLAGSV
EPAQGEAREGSPRDNPTAQQIMQLL
REMQNPRERPGLGSNPCIPFFYRAD

ENDEVKITVI

}Jl;l iprotKB Entry name organism full loglcnacscore o.glcnac phosphorylation sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion en(.loplasmlc golgi
name sites reticulum |apparatu:
Q08379 GOGA2_HUMAN [Homo Golgin ~ (10.333435 S607 S37;566;S273;5438;5690;5S937;S95 |23301498;33465208;34019948;347 |MWPQPRLPPRPAMSEETRQSKLAA |False True 3.153 [3.783 [2.212 2.727 5.0
sapiens |subfamily 3;S981 25712;37217939;38665916 AKKKLREYQQRNSPGVPTGAKKKKK
A IKNGSNPETTTSGGCHSPEDTPKDN
member AATLQPSDDTVLPGGVPSPGASLTS
2 MAASQNHDADNVPNLMDETKTFSS




