}Jl;l iprotKB Entry name organism full oglcnacscore oplcnac iphosphorylation sites PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrion en(_ioplasmlc golgi pla:
name sites reticulum |apparatus mei
Q08460 KCMA1_MOUSE [Mus Calcium- (31.578866 $S483 T709;S711;S724;S728;T916;5S924;S [39927985;34418053;33300544 MANGGGGGGGSSGGGGGGGGGSG |False True False [False |False 5.0 False 5.0
musculus |activated 928;S1194;S1197;T670;S672 LRMSSNIHANNLSLDASSSSSSSSS
potassium SSSSSSSSSSSSVHEPKMDALIIPVT
channel MEVPCDSRGQRMWWAFLASSMVT
subunit FFGGLFIILLWRTLKYLWTVCCHCG
alpha-1 GKTKEAQKINNGSSQADGTLKPVDE

KEEVVAAEVGWMTSVKDWAGVMIS
IAQTLTGRVLVVLVFALSIGALVIYFID
SSNPIESCQNFYKDFTLQIDMAFNV
FFLLYFGLRFIAANDKLWFWLEVNS
[VVDFFTVPPVFVSVYLNRSWLGLRF
LRALRLIQFSEILQFLNILKTSNSIKL
IVNLLSIFISTWLTAAGFIHLVENSGD
PWENFQNNQALTYWECVYLLMVT
MSTVGYGDVYAKTTLGRLFMVFFIL
GGLAMFASYVPEIIELIGNRKKYGGS
YSAVSGRKHIVVCGHITLESVSNFLK
DFLHKDRDDVNVEIVFLHNISPNLE
LEALFKRHFTQVEFYQGSVLNPHDL
IARVKIESADACLILANKYCADPDAED
IASNIMRVISIKNYHPKIRIITQMLQYH
NKAHLLNIPSWNWKEGDDAICLAEL
KLGFIAQSCLAQGLSTMLANLFSMR
SFIKIEEDTWQKYYLEGVSNEMYTEY
LSSAFVGLSFPTVCELCFVKLKLLMI
IAIEYKSANRESRSRKRILINPGNHLKI
QEGTLGFFIASDAKEVKRAFFYCKAC
HDDVTDPKRIKKCGCRRLEDEQPPT
LSPKKKQRNGGMRNSPNTSPKLMR
HDPLLIPGNDQIDNMDSNVKKYDST
GMFHWCAPKEIEKVILTRSEAAMTV
LSGHVVVCIFGDVSSALIGLRNLVMP
LRASNFHYHELKHIVFVGSIEYLKRE
WETLHNFPKVSILPGTPLSRADLRAV
NINLCDMCVILSANQNNIDDTSLQD
KECILASLNIKSMQFDDSIGVLQANS
QGFTPPGMDRSSPDNSPVHGMLRQ
PSITTGVNIPIITELAKPGKLPLVSVN
QEKNSGTHILMITELVNDTNVQFLD
QDDDDDPDTELYLTQPFACGTAFAV
SVLDSLMSATYFNDNILTLIRTLVTG
GATPELEALIAEENALRGGYSTPQTL
IANRDRCRVAQLALLDGPFADLGDG
GCYGDLFCKALKTYNMLCFGIYRLR
DAHLSTPSQCTKRYVITNPPYEFELV
PTDLIFCLMQFDHNAGQSRASLSHS
SHSSQSSSKKSSSVHSIPSTANRPNR
PKSRESRDKQNRKEMVYR




