ISEDIESAISDSKGGKQKRRPEALRM
IAKADPGIPPPPRAPAPVPPGTVTQV
DVRSRVAAWSAWAADQGDFEKPRQ
YHEQEETPEMMAARIDRDVQILNHI
LDDIEFFITKLQKAAEAFSELSKRKK
SKKSKRKGPGEGVLTLRAKPPPPDE
FVDCFQKFKHGFNLLAKLKSHIQNP
SASDLVHFLFTPLNMVVQATGGPEL
IASSVLSPLLTKDTVDFLNYTATAEER
KLWMSLGDSWVKVRAEWPKEQFIP
PYVPRFRNGWEPPMLNFMGAPTEQ
DMYQLAESVANAEHQRKQDSKRLS
TEHSNVSDYPPADGYAYSSSMYHRG
PHADHGEAAMPFKSTPNHQVDRNY
DAVKTQPKKYAKSKYDFVARNSSEL
SVMKDDVLEILDDRRQWWKVRNAS
GDSGFVPNNILDIMRTPESGVGRAD
PPYTHTIQKQRTEYGLRSADTPSAPS
PPPTPAPVPVPLPPSVPAPVSVPKVPA
NVTRQNSSSSDSGGSIVRDSQRYKQ
LPVDRRKSQMEEVQDELFQRLTIGR
SAAQRKFHVPRQNVPVINITYDSSPE
EVKTWLQSKGFNPVTVNSLGVLNG
IAQLFSLNKDELRSVCPEGARVFNQI
TVQKAALEDSNGSSELQEIMRRRQE

KISAAASDSGVESFDEGSSH

}Jl;l iprotKB Entry name |organism full oglcnacscore o.glcnac phosphorylation sites PMIDS |sequence intracellular extracellular |cytosol nucleus mitochndrion enc:!oplasmlc golgi plasma extr_acellular
name sites reticulum |apparatus membrane [region
Q08509 EPS8_MOUSE [Mus Epidermal|25.161187 NaN S58;T223;T317;S475;5624;T628;S6 (34887587 MNGHMSNRSSGYGVYPSQLNGYGS [True True 4.685 [1.731 [1.307 1.431 1.189 5.0 1.568
musculus |growth 58;5661;S684;5810;S814 SPPYSQMDREHSSRTSAKALYEQRK
factor NYARDSVSSVSDVSQYRVEHLTTFV
receptor LDRKDAMITVEDGIRKLKLLDAKGK
kinase IVWTQDMILQVDDRAVSLIDLESKNE
substrate LENFPLNTISHCQAVVHACSYDSILA
8 LVCKEPTQSKPDLHLFQCDEVKANL




