
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnacsites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

Q08649 ESA1_YEAST Saccharomyces
cerevisiae

Histone
acetyltransferase
ESA1

24.475439 NaN S17 33229814 MSHDGKEEPGIAKKINSVDDIIIKCQ
CWVQKNDEERLAEILSINTRKAPPK
FYVHYVNYNKRLDEWITTDRINLDK
EVLYPKLKATDEDNKKQKKKKATNT
SETPQDSLQDGVDGFSRENTDVMD
LDNLNVQGIKDENISHEDEIKKLRTS
GSMTQNPHEVARVRNLNRIIMGKYE
IEPWYFSPYPIELTDEDFIYIDDFTLQ
YFGSKKQYERYRKKCTLRHPPGNEIY
RDDYVSFFEIDGRKQRTWCRNLCLL
SKLFLDHKTLYYDVDPFLFYCMTRR
DELGHHLVGYFSKEKESADGYNVAC
ILTLPQYQRMGYGKLLIEFSYELSKK
ENKVGSPEKPLSDLGLLSYRAYWSD
TLITLLVEHQKEITIDEISSMTSMTTT
DILHTAKTLNILRYYKGQHIIFLNEDI
LDRYNRLKAKKRRTIDPNRLIWKPPV
FTASQLRFAW

None None None None None None None None None


