
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnacsites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

Q08817 SOG2_YEAST Saccharomyces
cerevisiae

Leucine-
rich
repeat-
containing
protein
SOG2

24.475439 NaN T214 33229814 MVATSSKRTLDPKEEHLPADKTSTN
SSNTIISELATQEKSSSSGTTLKLIAL
NIKSISDEDVGYIQNVERLSLRKNHL
TSLPASFKRLSRLQYLDLHNNNFKEI
PYILTQCPQLEILDLSSNEIEALPDEI
SSFWQDNIRVLSLKDNNVTSIRNLK
SITKLNKLSILDLEDNKIPKEELDQV
QSYTPFHTGIPKEEYWAIAISRYLKD
HPNLPTPEPKISRAAKRMGFINTNLS
NGAMNENNIISLAPSANTTISASTA
MVSSNQTSATSFSGTVNAESEQSGA
VNGTELYNHTKYNDYFKRLSILPEES
MSNGHQKISHAELVVSCRKLLFSFT
ECQQAIRKIASFCKEKAVAVNVVSLL
YSVRSHTDNLVEVLQQTENEDESHD
QALIKLCLTIITNFKQIITLLRKNFEIF
FKEDDLCFIRMFYMTLMCAYMEMY
NAWSFIKEDDQVSGSASKAPKKHSF
SRHETSSSSITSGGGPAASTTSTHCS
GNIKLLPKTRSTRTPSASALLSNSNIL
TGDTTAVPLLSPNLNGAHTHGPILG
HQNAISNGSSQTNMNEVKTTSDTIP
RQQLLQHNKSISDSKKESQAHEPKQ
HPVMTSSIINASNSNNVSNVNITPPP
MNGGGAANSSANVVETNIDIQLYQT
LSTVVKMVSVVYNQLTSEISKIAIAST
MGKQILTDSLAPKIRDLTETCRQAM
DLSKQLNERLNVLIPNDSNSEKYLT
SLEKLKTWEIMNSFLKVIISILANTKI
VMSDVPNLNELRPNLANLAKITKDV
TVILDLSSYKAVSVSANSPE

None None None None None None None None None


