UniprotKB Entry name |organism full oglcnacscore oglcnac p‘h osphorylation PMIDS |sequence intracellular extracellular [cytosol nucleus imitochndrion ent!oplasmlc golgi plasma extl"acellular
ID name sites sites reticulum apparatus membrane region
Q08932 RSA1 YEAST |Saccharomyces [Ribosome |24.475439 NaN S172 33229814 MNYNNFENSKGDGHSRLPKPTYSG |None None None [None None None None None None
cerevisiae assembly TLSDGYDESKIKRQKTDSAFNAAYSP
1 protein HMYPNSPYYEGSWNTGYTPQLHHV

APHNQYFHPIQPSTQYNYTSPPNYTE
NYIPPVHQNISYAPALNLQKWPSSYC
ENTQALKNDKDYQTSISYEDVAIPTV
KEIQLIEKNRGKDTFMNEISPVPSSK
DQASAEPTEIPRKDPELANSNAEDD
HNNLGLEDDDRDEQLESEGLGKVV
LVPGTSIALITDEDVKKWREERKKM
'WLLKISNNKQKHMQEMGIKEDELK
SQPSIFKESRKEKQFIQSIQNQVQRG
NPKIDLNLKLIQREFANENSQLLDFI
RELGDVGLLEYELSQQEKDVLFGSS
EDNNKNHYKPNYKNRKPNLSRANF
TRNK




