
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnac

sites phosphorylation	sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic
reticulum

golgi
apparatus

0

Q08999 RBL2_HUMAN Homo
sapiens

Retinoblastoma-
like	protein	2

22.880954 S420 S413;T417;S639;T642;S662;S672;S
688;S948;S952;S966;S971;S972;S9
73;T974;S981;S982;T986;S1035;S1
068;S1080;S1112

30379171;28580691;26960196;285
71750

MPSGGDQSPPPPPPPPAAAASDEEE
EDDGEAEDAAPPAESPTPQIQQRFD
ELCSRLNMDEAARAEAWDSYRSMS
ESYTLEGNDLHWLACALYVACRKSV
PTVSKGTVEGNYVSLTRILKCSEQSL
IEFFNKMKKWEDMANLPPHFRERT
ERLERNFTVSAVIFKKYEPIFQDIFKY
PQEEQPRQQRGRKQRRQPCTVSEIF
HFCWVLFIYAKGNFPMISDDLVNSY
HLLLCALDLVYGNALQCSNRKELVN
PNFKGLSEDFHAKDSKPSSDPPCIIE
KLCSLHDGLVLEAKGIKEHFWKPYIR
KLYEKKLLKGKEENLTGFLEPGNFG
ESFKAINKAYEEYVLSVGNLDERIFL
GEDAEEEIGTLSRCLNAGSGTETAE
RVQMKNILQQHFDKSKALRISTPLT
GVRYIKENSPCVTPVSTATHSLSRLH
TMLTGLRNAPSEKLEQILRTCSRDPT
QAIANRLKEMFEIYSQHFQPDEDFS
NCAKEIASKHFRFAEMLYYKVLESVI
EQEQKRLGDMDLSGILEQDAFHRSL
LACCLEVVTFSYKPPGNFPFITEIFDV
PLYHFYKVIEVFIRAEDGLCREVVKH
LNQIEEQILDHLAWKPESPLWEKIR
DNENRVPTCEEVMPPQNLERADEIC
IAGSPLTPRRVTEVRADTGGLGRSIT
SPTTLYDRYSSPPASTTRRRLFVEND
SPSDGGTPGRMPPQPLVNAVPVQNV
SGETVSVTPVPGQTLVTMATATVTA
NNGQTVTIPVQGIANENGGITFFPVQ
VNVGGQAQAVTGSIQPLSAQALAGS
LSSQQVTGTTLQVPGQVAIQQISPGG
QQQKQGQSVTSSSNRPRKTSSLSLF
FRKVYHLAAVRLRDLCAKLDISDELR
KKIWTCFEFSIIQCPELMMDRHLDQ
LLMCAIYVMAKVTKEDKSFQNIMRC
YRTQPQARSQVYRSVLIKGKRKRRN
SGSSDSRSHQNSPTELNKDRTSRDS
SPVMRSSSTLPVPQPSSAPPTPTRLT
GANSDMEEEERGDLIQFYNNIYIKQI
KTFAMKYSQANMDAPPLSPYPFVRT
GSPRRIQLSQNHPVYISPHKNETML
SPREKIFYYFSNSPSKRLREINSMIRT
GETPTKKRGILLEDGSESPAKRICPE
NHSALLRRLQDVANDRGSH

True True 4.71 5.0 2.45 1.643 1.128


