UniprotKB Entry name organism [full name |oglcnacscore o'glcnac p‘h osphorylation PMIDS |[sequence intracellular extracellular |cytosol nucleus mitochndrion en(‘loplasmlc golgi plasma extr'acellular
ID sites sites reticulum apparatus membrane region
QO8BF1 QO08BF1_DANRE |Danio Carboxylic|26.412228 NaN NaN 40044042 [MIKDVLLCLCLTLAPVWSAPVQEDS [NaN NaN NaN |[NaN NaN NaN NaN NaN None
rerio ester GPVAVLKHGSVRGQYVKAKGSPAVV
hydrolase EQYLGIPFAQPPVGPHRLAAPQPVQG

'WEGIRNATEHPLMCLQNPDILPAIA
KAIDLEVTAIGVSEDCLYLNVYTPSQ
RAESEKLPVMIWIHGGGLAMGGAC
MFKELCLYDGTPLAAYEKVVVVVIQY
RLGILGYFSTGDQHAKGNWGFLDQI
AALQWVQQNIEAFGGDPQSVTIAGE
SAGGISASLLTLSPMTKGLFQRAIFQ
SGVATVKGYFVKDPSTHAQVIANITE
CDFSSSEVLVKCIREMTEEQIIKAAQ
KKGIFPGAAVDGEFIKAQPEEILKSK
DFQKVPILIGTTNHEFGWMLPQIFLP
KEWVKGMDTKAAKDRLGLLNADGA
SGANGITADEYFKNAKTPEEIRDAFT
ELLGDIFMVIPSITVASYHREAGVPVY
MYEFQHGPSTANKFRPSFVKADHA
DDVGFVFGACFWDVHVKGLGTLTE
EENQLCRTVMKYRANFIRTGSPNPA
PVPWPVYDQSNKYLNLGLQQTEGQ
DLKKDKLLFFTEELPKKLAAPPTA




