UniprotKB Entry name organism full oglcnacscore oglcnac p'h osphorylation PMIDS |sequence intracellular extracellular|cytosol nucleus mitochndrion en(!oplasmlc golgi [plasma extr:acellular
ID name sites sites reticulum apparatus membrane [region
QO8BF2 QO08BF2_DANRE [Danio long- |26.412228 NaN NaN 40044042 MGAGDGFRAPVALITAGLLSALGVP |NaN NaN NaN [NaN NaN NaN NaN NaN None
rerio chain- WFWSLVSLLGVYLCSGGWRFVYVAV

fatty- RTAKRDLIGLQVLLRVKFYMRQYIRN

acid-- RSTIPSLFAQRVALHPEKAALVDESS

CoA GEVWSFSELDRRSNAVAQWVLAQG

ligase 'WRSGDVVAIFMESRPQMVALWLGM

AKVGVEPALINFNLRRDSLIHCMGV
SGACGMVFGAELLDVVLEVRESLRS
LSLFSCGSAPAEMLDSLSAADLDAL
LSKSPETPPAVAHNKGFNDRLFYIYT
SGTTGLPKAAIVVHSRYYRIAAFSYYS
FGLQPDDVVYCCLPLYHSAGNIIGVG
QCLLHGLTVVIRRKFSASRFWDDCV
KYNCTVVQYIGEICRYLLSQPVRPSE
SLHRVRVAMGNGLRPNVWESFMKR
FSVKRIGEFYGATECNCSLANMDNK
VGACGFNSVVLPSVYPIRLLRADEDT
MELIRDSRGLCVPCKPGEPGIIVGRI
NPQDPLRRFDGYANEEATSKKISHN
VFRKGDSAYVSGDLMVMDELGYVY
FRDRGGDTFRWRGENVSTTEVEGV
LSALLKQTDVAVYGVSVPGVEGKAG
MAAIADPENVFDCETFLRDVQNALP
SYARPVFLRLSPEVDKTGTFKIQKTR
LQKEGFDPHQTADRLFFLNSRQGRY
ESLTEELHSAIMQGKVSL




