UniprotKB Entry name |organism [full name |oglcnacscore o.glcnac p.h osphorylation PMIDS |sequence intracellular extracellular|cytosol jnucleus mitochndrion em!oplasmlc golgi [plasma extl:acellular
ID sites sites reticulum |apparatus membrane region
Q08D91 K2C75_BOVIN |Bos Keratin, 39.03173 NaN NaN 41018975 MSRQSTITFQTSSRRGFSTASATTPA [NaN NaN NaN |NaN NaN NaN NaN NaN None
taurus type II TSRSRFSSASVTHSPAGSGGLGRISG
cytoskeletal FGSRSLYNLGGTKRVSISGCGSNFR
75 SGFGGRASSGFGVSGGFGYGGGIGG

GHGGCGFSVCPPGGIQEVTVNQSLL
TPLNLQIDPNIQRVRKEEREQIKTLN
NKFASFIDKVRFLEQQNKVLETKWS
LLQEQGTRTVRQSLEPFFEAYITDLR
RQLDSITTERGRLDAELRTMQDVVE
DFKVRYEDEINKRTAAENEFVALKK
DVDAAYLNKVDLEAKANSLTDEINF
LQMLFEAELCQMQTRVSDTSVVLS
MDNNRSLDLDSIIAEVKAQYEEIANR
SRAEAESWYQTKYEELQVTAGQHGD
DLRNTKQEISETNRMIQRLRAEIDN
IVKKQCASLQTAIADAEQRGELALKD
IARAKLVDLEEALQKSKQDMARLLRE
YQELMNIKLALDVEIATYRKLLEGEE
CRLSGEGVSPVNISVVTSTVSSGYGG
GSSIGSGSLGLSGGSGCSFMTSGGH
SLGGSSFSNSSSRGLGGSGSSFKFV
STTSSSRKSYKH




