NKPIDKRIYKGTQPTCHDFNQFTAAT
ETISLLVGFSAGQVQYLDLIKKDTSK
LFNEERLIDKTKVTYLKWLPESESLF
LASHASGHLYLYNVSHPCASAPPQY
SLLKQGEGFSVYAAKSKAPRNPLAK
WAVGEGPLNEFAFSPDGRHLACVS
QDGCLRVFHFDSMLLRGLMKSYFG
GLLCVCWSPDGRYVVTGGEDDLVTV
WSFTEGRVVARGHGHKSWVNAVAF
DPYTTRAEEAATAAGADGERSGEEE
EEEPEAAGTGSAGGAPLSPLPKAGSI
TYRFGSAGQDTQFCLWDLTEDVLYP
HPPLARTRTLPGTPGTTPPAASSSRG
GEPGPGPLPRSLSRSNSLPHPAGGG
KAGGPGVAAEPGTPFSIGRFATLTLQ
ERRDRGAEKEHKRYHSLGNISRGGS
GGSGSGGEKPSGPVPRSRLDPAKVL
GTALCPRIHEVPLLEPLVCKKIAQER
LTVLLFLEDCIITACQEGLICTWARP
GKAFTDEETEAQTGEGSWPRSPSKS
IVVEGISSQPGNSPSGTVV

UniprotKB Entry name organism [full name (oglcnacscore oglcnac p'h osphorylation PMIDS |sequence intracellular extracellular cytosol nucleus mitochndrion em‘ioplasmlc golgi plasma extl.racellular
ID sites sites reticulum apparatus membrane region
Q09019 DMWD_HUMAN |[Homo Dystrophia |18.379595 NaN S495 30379171 MAAGGAEGGSGPGAAMGDCAEIKS (True False 2.935 |5.0 1.062 0.833 0.094 1.104 1.244
sapiens myotonica QFRTREGFYKLLPGDGAARRSGPAS

WD IAQTPVPPQPPQPPPGPASASGPGAAG

repeat- PASSPPPAGPGPGPALPAVRLSLVRL

containing GEPDSAGAGEPPATPAGLGSGGDRV

protein CFNLGRELYFYPGCCRRGSQRSIDL




