UniprotKB Entry name organism full oglcnacscore o.glcnac p'h osphorylation PMIDS |[sequence intracellular |extracellular cytosol nucleus mitochndrion em?oplasmlc golgi plasma extl:acellular
ID name sites sites reticulum apparatus membrane region
QO09MP3 R51A2_ HUMAN Homo RAD51- |28.275761 NaN NaN 39894887 MSLPQPTPRMAELRKPTSSLTPPED |False False 1.5 2.977 ]0.554 False False False False
sapiens |associated PDSQPPSSKRLCLEEPGGVFKAGWR
protein 2 LPLVPRLSEAEKVWELSPRPFKGLLV

STNAIFDNSTDSCVEKSVSGKQICNL
KCSNLKFQMSSCLQSPPSQSPDSDL
RASGRSEAGLHDREAFSVHRSNSSK
IAGVSQLLPSTSIHDIHGIRNENRKQQ
FVQGRDNVHKENPFLDVTFYKETKS
PFHEIKNRCKANSVVPSNKRENNIS
SSVLKISKSQNQPSLEIAKPSYFRDS
GTISVPQFPMDLNSKMSSVYLKEIAK
KKNDKKEAYVRDFTNIYWSQNRPDV
KKQKLQNDKKTVEAENIFSKCYEND
[YPSLSSQNTCKRKDLISSNYCNCSSI
QCNVRDSRKNFAILENANWEEAEC
LDSYVLTRLEKSQNWDCNVRHILRR
NRGNCWIINNCKTKCENMKKTEEK
'WNWLLLLEIDLLSKEDYHCAKVINA
YEEQSKLLVREILGSQTALITTVWLN
GKGENDNTLQLRYNTTQKVFHVNN
PFESFIIEIFYFHKSISGNKKDNSILT
CCNILKCKKQIGIIGIQNLITRNMNT
NIKNGILSIYLQDSVSEPLDILLKTNI
IAFLLNNFDSLTRIENDFELEEECIFK
CMLYLKYPKNIVENHTAYLVKILTSS
RLLEDNMKPMLKKRKLFRTEQVFE
KSKKKLINSFSMTTQNTGFPIFETYE
KIPLLMDFDDMDEISLIREITCQNMS
CPQQVVNVENWAHYNSSTVKAHGN
SCPQFIQNNRGYINENFYEVNMHS
QDLNMERKQGHNKISNFDCEHIFE
DLCNVRQQAIPASHNIIHNEETHTTS
ITQVLNFWNLLSEIEEKKYDLILKEE
IVKVTAESLTNSCQVHKDTKIEKEEK
DSFFPMDDMFSVQSVSLISKEVNVE
ENKYVNQNYVTNTNEYESILPEREIA
NSKDFHRKNDSALYINHQFETGLSE
GNDECFQDLAAKYLSTEALTIVKDFE
MKRKFDLVLEELRMFHEISRENELL
STVETNNGQENYFGENDAEKVKME
IEKDLKMVVVNKIRASSSFHDTIAGP
NMGKSHQSLFKWKTVPNNGEQEVP
NESCYPSRSEEELLYSTSEKDCETPL
PKRPAFLPDECKEEFNYLLRGGSHF
PHGISRVRPLKTCSRPIRIGLSRKARI
KQLHPYLKQMCYGNLKENF




