
UniprotKB
ID Entry	name organism full

name oglcnacscore
oglcnac
sites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

Q0E8B8 Q0E8B8_DROME Drosophila
melanogaster

NaN 25.496522 NaN NaN 33925313 MGNMALRQSAKDVAKSNCVAVRSS
ISLSLVLVLCLALVDSSTAQVDTTISQ
QESQSVVLPCPVDAEKCGKLHSLN
WFKGDDRIAAMLLGDSNVTSVNKE
FDERVTVEQNPYRLVIKDLKIADEDI
YLCDTTFFIPEETCDNFNGYRIELRV
LVPPTEVVILDAKGDRIKNGSVVGPM
QERQSLKATCTVRNTRPQPEVSWFR
GTKRLTTYSPTHDLVDGLYTSTLELD
WTLSREDLAQDIECRVKSAAIQNVT
VTKFSVDLQVRPTSIDINGVKHHTVQ
GSKVVLTCDIHGARPAVNLTWYNTT
TIISSGENEITEVRSKSLEKSDGTFHT
QSELIFNATRFENDRVFRCEAENIVL
QINREKPISSALTLEVLYPPVVKVSPS
AITANTSEIVLLNCEYFANPASLTQV
EWYRNDILVNVNDTTHYKGGNSEN
VALVIKSTEKEDIGNYSCQLSNNIGK
GTSDQKINLDVQYAPTVEILMIPEGP
VKESDESNVTLFCNVLDANPSVLTK
VRWYANSTLLKELPDCEETREDLCH
IDPSKLLLESIGRGFFYNYSCEGFNA
AGWGPRSEDKELLVHYEPGPAALSH
FPLVAVKKKSVTFSCSVDDPGFPES
NRFRWLRGGRGPLQDIVTKDWTVE
PVGLDSRTNYSCYAYNEGGKGVMAT
VNLEVHAPPFFIKNLPPYTGILHSSP
NATLTCRIECVPRCDISWQKDGVPIE
RNDSRYFIKEKYMDASPATGDFESM
LSVLHFNMPNWPDSKFNIEADNAN
YSCVSTGNIVGGSIRSRTYFGIEYAPE
NTTVSENIVYVQEDTIPGRVICKSRA
NPEPSYKWIFKNETIANGNALIINTA
MNRNDDGTYTCLAYNKHGSSIAKTV
IKVQFKPRCEIERQEIDDQDTLICTAY
GNPIEADFSWSIKTENETDENLGSG
KKENSVEKSFYILQTDYAISRTYRCV
ANNTVGYGPFCEIEVAEQLAWWQL
WEKNTLIILVAAILGLLLTVIVICCIIIC
ICRRRRRQDKYLTEVPINSIQSTRQV
VFTKGTVDGTWRV

None None None None None None None None None


