UniprotKB Entry name organism full oglcnacscore o_glcnac p.h osphorylation PMIDS |sequence intracellular [extracellular cytosol nucleus mitochndrion em!oplasmlc golgi plasma extl_'acellular
ID name sites sites reticulum apparatus membrane region
QOV8T9 CTP5A_MOUSE Mus Contactin- [24.474581 NaN NaN 33300544 MDSVPRLNSVLTLVLSGLWHLGLTA [None None None |None None None None None None
musculus |associated TNYNCDDPLSNFLSLKAFSSSSDITG
protein SSSSAQLNWRMGTGGWSPADSNAQ
like 5-1 QWLQIDLQNRVEITAVATQGRYGSS

DWVTSYRLMFSDTGHNWQPYNQE
DSIWTFVGNMNSDSVVHHKLLHSV
RARFVRFVPLEWNPNGKIGMRVEAY
GCSYRSDVADFDGRSSLLYRFNQKT
MSTLKDVISLKFKSMQGDGVLFHGE
GQRGDHITLELQKGRLALYLNLDDS
KARLSSTVPLVILGSLLDDQHWHSV
LLERVGKQANFTVDMNTQHFRTKG
DTDSLDIDYELSFGGIPVPSKPGTFL
KKNFHGCIENLYYNGVNIIDLAKRRK
HQIYSGNVTFSCSEPQIVPITFINSRS
SYLMLPGTPQIDGLSVSFQFRTWNE
DGLLLSTELSEGSGTLLLILEGGTLR
LLIKKVARHGTEILTGSGLNDGLWH
SVSINARRNRVTLTLDNDAASPAPDT
SRIQIYSGKSYYFGGCPDNLTDSQCL
NPIKAFQGCMRLIFIDNQPKDLISVQ
QGSLGSFSDLHIDLCSIKDRCLPNYC
EHGGHCDQTWTTFYCNCSGTGYTG
ATCHDSIYEQSCEVYRHRGHTAGFF
YVDSDGSGPLGPLQVYCNITEDKIW
MTVQHNNTELTRVQGSSPENPYSM
TLNYGGSMEQLEALIDGSEYCEQEVI
YHCRRSRLLNTPDGAPFTWWIGRST
ERHPYWGGAVPGVQQCGCGLEESC
LDSRHFCNCDADIDEWANDTGLFS
FKDHLPVTQIIIMDTNRTNSEAAWRI
GPLRCYGDRHFWNAVSFSTEASYLH
FPTFHTEFSADISFFFKTTALSGVFL
ENLGIKDFFRLEMSSPSEVTFAIDVG
NGPIELLVQSPYPLNDNQWHYIRAE
TNLKETSLQVDNLPQSMREASEGG
HFRLQLNSQLFVGGTSSRQKGFLGC
IRSLLLNGHKVDLEERAKVTSGVRP
GCPGHCSSYGSNCHNGGKCVEKHT
GYSCDCTNSPYEGPFCRKEISALFDS
GTSVIYMFQEPYPVTKNTSLSSSAIY
TDLAPFKETIMLSFMTTQAPTLLLYL
NFSSQNFLAILLSRNGSLQVRYRLSK
DESHVFNMDTENLANRRVHQVKIS
RDGPELSIQMDQQLFSYSFSPEVEF
RTLRSLVLGKVTETLDLDPEVARANT
LGFVGCLSSVQYNHIAPLKAALRHA
SIAPVTVQKTLTESSCGSMVDSDVN
AVTTVHSLSDSFGKTDDHEPLQNAV
RSDSAVIGGVIAVVTFITFCVIGIMTR
FLYQHKQSHRTNQMKKEYPENLDN
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