UniprotKB Entry name organism [full name |oglcnacscore oglcnac p'h osphorylation PMIDS |sequence intracellular |extracellular cytosol nucleus jmitochndrion em‘loplasmlc golgi plasma extx.‘acellular
ID sites sites reticulum apparatus membrane region
QOVBK2 K2C80_MOUSE [Mus Keratin, 25.685855 NaN S45 39627609 MAYRSCVVGFSSLSGCEMTPAGSPQ |False False 2.915 |2.417 2.343 False False 1.258 1.231
musculus |type II PGTSGWGSCGLPGPGFSSRSLTSCR
cytoskeletal PAGTIPKVTVNPSLLVPLDLKVDPAV
80 QQQKNQEKEEMKALNDKFASLIGK

VQALEQRNQLLETRWSFLQGQGSA
TFDLSHHYETFQGRLQEELRKVSQE
RGQLEANLLQVLEKVEEFRVRYEDE
ISKRTDLEFTFVQLKKDLDAECLRRT
ELETKLKGLQGFLELMRTVYEQELK
DLTAQVKDVSVTVGLDSRCHIDLSGI
IVEEVKAQYDAIAARSLEEAEAYSRSQ
LEERAARSAEFGNSLQSSRCEIADL
NVRIQKLRSQIVSVKSHCLKLEENIK
'VAEEQGELAFQDAKDKMAQLENAL
QKAKQDMARQLREYQDLMNTKLAL
DIEIATYHKLMEGEESRMDLPSATV
VSTVKSGCRTTASKSGLTKTSSRKKK
NRRGPVIKITEMSEKYLSQESEASE




