UniprotKB Entry name organism full oglcnacscore oglcnac ‘p‘h osphorylation PMIDS |sequence intracellular extracellular |cytosol nucleus mitochndrion em!oplasmlc golgi plasma extr.'acellular
ID name sites sites reticulum apparatus membrane [region
QOVF59 QOVF59_MOUSE Mus NaN [25.775171 NaN NaN 34678516 MSALRKVLPGILQKHCCILPDRNTES |[None None None |None None None None None None

musculus

QCTLCGEPEEEEGGDLAQPGLSFPG
PAEEDIDQQYSWSPTQHFNEERYSP
IAPRNMKGLTGSRNQPQLCAGHTCG
LSPPDDCEHPHDHMHHGSDVRQPY
LLSPAESCPMDHHRCSPRSSVHSEC
MMMPVMLGDHVSSSTFPRMHYSS
HYDTRDDCAMSHTSTKVNRIPANLL
DQFEKQLPLHRDGFHTLQYQRASAA
TEQRNESPGRIRHLVHSVQKLFTKS
HSLEGSSKSNINGTKSDSRVDDHHQ
SHLSKHSKRSKSKERKPESKHKSG
MSSWWSSDDNLDSDSTYRTPSVAH
RHHMDHIPHCYPEALQSPFGDLSLK
TSKSNNDVKCSACEGLALTPDTRYM
KRSSWSTLTVSQAKEAYRKSSLNLD
KPLVHPEIKPSLRPCHYLQVPQDDW
GAYPTGGKEEEIPCRRMRSGSYIKA
MGDEESGESDSSPKTSPTVAIRPEPL
LKPIIQRPLGDHQTQSYLQAATEVPV
GHSLNPSINYNSPKFRSRNQSYMRA
VSTLSQASCVSQMSEAEVNGQFESV
CESVFSEVESQAMDALDLPGCFRTR
SHSYLRAIQAGYSQDDECIPVMTSS
NMTSTIRSTAAVSYTNYKKTPPPVPP
RTTSKPLISVTAQSSTESTQDAYQDS
RAQRMSPWPQDSRGGLYNSMDSLD
SNKAMNLALETAAAQRHAADTQSS
STRSIDKAVLASKAEELLKSRCSSIGV
QDSEFPDHQPYPRSDVETATDSDTE
SRGLREYHSVGVQVEDEKRHGRFK
RSNSVTAAVQADLELEGFPGHVSME
DKGLQFGSSFQRHSEPSTPTQYGAL
RTVRTQGLFSYREDYRTQVDTSTLPP
PDPWLEPSLDTVETGRMSPCRRDGS
WFLKLLHTETKRMEGWCKEMEREA
EENDLLEDILGKIRSAVGSAQLLMS
QKFQQFYWLCQQNMDPSAMPRPTS
QDLAGYWDMLQLSVEDVSMKFDEL
HQLKLNDWKIIESPERKEERKIPPPI
PKKPPKGKFPITREKSLDLPDRQRQE
IARRRLMAAKRAASFRQNSATERADS

IEIYIPEAQTRL




