UniprotKB Entry name organism full oglcnacscore oglcnac phosphorylation sites PMIDS |sequence intracellular |extracellular [cytosol [nucleus jmitochndrion | . | golgi plasma extracellula:
D name sites reticulum  |apparatus membrane [region
QOVF96 CGNL1_HUMAN [Homo Cingulin-|18.379595 NaN S112;S202;S283;5297;5298;S388;S (30379171 MELYFGEYQHVQQEYGVHLRLASD |False False 3.317 |3.605 0.901 0.898 2.165 1.483 1.184
sapiens |like 391;S486;S708 DTQKSRSSQNSKAGSYGVSIRVQGID
protein 1 GHPYIVLNNTERCLAGTSFSENGPP

FPPPVINNLPLHSSNGSVPKENSEEL
QLPENPYAQPSPIRNLKQPLLHEGK
NGVLDRKDGSVKPSHLLNFQRHPE
LLQPYDPEKNELNLQNHQPSESNW
LKTLTEEGINNKKPWTCFPKPSNSQ
PTSPSLEDPAKSGVTAIRLCSSVVIED
PKKQTSVCVNVQSCTKERVGEEALF
TSGRPLTAHSPHAHPETKKTRPDVL
PFRRQDSAGPVLDGARSRRSSSSST
TPTSANSLYRFLLDDQECAIHADNV
NRHENRRYIPFLPGTGRDIDTGSIPG
IVDQLIEKFDQKPGLQRRGRSGKRNR
INTDDRKRSRSVDSAFPFGLQGNSE
YLIEFSRNLGKSSEHLLRPSQVCPQR
PLSQERRGKQSVGRTFAKLQGAAHG
IASCAHSRPPQPNIDGKVLETEGSQE
STVIRAPSLGAQSKKEEEVKTATATL
MLQNRATATSPDSGAKKISVKTFPS
IASNTQATPDLLKGQQELTQQTNEET
IAKQILYNYLKEGSTDNDDATKRKVN
LVFEKIQTLKSRAAGSAQGNNQACN
STSEVKDLLEQKSKLTIEVAELQRQL
QLEVKNQQNIKEERERMRANLEEL
RSQHNEKVEENSTLQQRLEESEGEL
RKNLEELFQVKMEREQHQTEIRDLQ
DQLSEMHDELDSAKRSEDREKGALI
EELLQAKQDLQDLLIAKEEQEDLLR
KRERELTALKGALKEEVSSHDQEMD
KLKEQYDAELQALRESVEEATKNVE
IVLASRSNTSEQDQAGTEMRVKLLQE
ENEKLQGRSEELERRVAQLQRQIED
LKGDEAKAKETLKKYEGEIRQLEEAL
VHARKEEKEAVSARRALENELEAAQ
GNLSQTTQEQKQLSEKLKEESEQKE
QLRRLKNEMENERWHLGKTIEKLQ
KEMADIVEASRTSTLELQNQLDEYK
EKNRRELAEMQRQLKEKTLEAEKSR
LTAMKMQDEMRLMEEELRDYQRA
QDEALTKRQLLEQTLKDLEYELEAK
SHLKDDRSRLVKQMEDKVSQLEME
LEEERNNSDLLSERISRSREQMEQL
RNELLQERAARQDLECDKISLERQN
KDLKSRITHLEGSYRSSKEGLVVQME
IARIAELEDRLESEERDRANLQLSNR
RLERKVKELVMQVDDEHLSLTDQK
DQLSLRLKAMKRQVEEAEEEIDRLE
SSKKKLQRELEEQMDMNEHLQGQL
NSMKKDLRLKKLPSKVLDDMDDDD
DLSTDGGSLYEAPVSYTFSKDSTVAS
QI




