UniprotKB Entry name organism |full name oglcnacscore oglcnac p.h osphorylation PMIDS sequence intracellular extracellular |cytosol nucleus mitochndrion em!oplasmlc golgi F
ID sites sites reticulum apparatus |n
Q10472 GALT1_HUMAN Homo Polypeptide N- 31.748722 T554 NaN 21300897;35289036;38665916 MRKFAYCKVVLATSLIWVLLDMFLL [False True 1.07 1.448 [1.436 4.341 5.0 1

sapiens

acetylgalactosaminyltransferase
1

LYFSECNKCDEKKERGLPAGDVLEP
IVQKPHEGPGEMGKPVVIPKEDQEK
MKEMFKINQFNLMASEMIALNRSL
PDVRLEGCKTKVYPDNLPTTSVVIVF
HNEAWSTLLRTVHSVINRSPRHMIE
EIVLVDDASERDFLKRPLESYVKKLK
IVPVHVIRMEQRSGLIRARLKGAAVS
KGQVITFLDAHCECTVGWLEPLLARI
KHDRRTVVCPIIDVISDDTFEYMAGS
DMTYGGFNWKLNFRWYPVPQREM
DRRKGDRTLPVRTPTMAGGLFSIDR
DYFQEIGTYDAGMDIWGGENLEISF
RIWQCGGTLEIVTCSHVGHVFRKAT
PYTFPGGTGQIINKNNRRLAEVWMD
EFKNFFYIISPGVTKVDYGDISSRVGL
RHKLQCKPFSWYLENIYPDSQIPRH
YFSLGEIRNVETNQCLDNMARKENE
KVGIFNCHGMGGNQVFSYTANKEIR
TDDLCLDVSKLNGPVTMLKCHHLK
GNQLWEYDPVKLTLQHVNSNQCLD
KATEEDSQVPSIRDCNGSRSQQWLL
RNVTLPEIF




