
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnacsites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

0

Q10570 CPSF1_HUMAN Homo
sapiens

Cleavage	and
polyadenylation
specificity
factor	subunit
1

10.790225 T157 S756;S766 34019948;38665916;39302247;303
79171

MYAVYKQAHPPTGLEFSMYCNFFN
NSERNLVVAGTSQLYVYRLNRDAEA
LTKNDRSTEGKAHREKLELAASFSF
FGNVMSMASVQLAGAKRDALLLSF
KDAKLSVVEYDPGTHDLKTLSLHYF
EEPELRDGFVQNVHTPRVRVDPDGR
CAAMLVYGTRLVVLPFRRESLAEEH
EGLVGEGQRSSFLPSYIIDVRALDEK
LLNIIDLQFLHGYYEPTLLILFEPNQT
WPGRVAVRQDTCSIVAISLNITQKVH
PVIWSLTSLPFDCTQALAVPKPIGGV
VVFAVNSLLYLNQSVPPYGVALNSLT
TGTTAFPLRTQEGVRITLDCAQATFI
SYDKMVISLKGGEIYVLTLITDGMRS
VRAFHFDKAAASVLTTSMVTMEPGY
LFLGSRLGNSLLLKYTEKLQEPPASA
VREAADKEEPPSKKKRVDATAGWSA
AGKSVPQDEVDEIEVYGSEAQSGTQ
LATYSFEVCDSILNIGPCANAAVGEP
AFLSEEFQNSPEPDLEIVVCSGHGK
NGALSVLQKSIRPQVVTTFELPGCYD
MWTVIAPVRKEEEDNPKGEGTEQEP
STTPEADDDGRRHGFLILSREDSTMI
LQTGQEIMELDTSGFATQGPTVFAG
NIGDNRYIVQVSPLGIRLLEGVNQLH
FIPVDLGAPIVQCAVADPYVVIMSAE
GHVTMFLLKSDSYGGRHHRLALHK
PPLHHQSKVITLCLYRDLSGMFTTES
RLGGARDELGGRSGPEAEGLGSETS
PTVDDEEEMLYGDSGSLFSPSKEEA
RRSSQPPADRDPAPFRAEPTHWCLL
VRENGTMEIYQLPDWRLVFLVKNFP
VGQRVLVDSSFGQPTTQGEARREEA
TRQGELPLVKEVLLVALGSRQSRPYL
LVHVDQELLIYEAFPHDSQLGQGNL
KVRFKKVPHNINFREKKPKPSKKKA
EGGGAEEGAGARGRVARFRYFEDIY
GYSGVFICGPSPHWLLVTGRGALRL
HPMAIDGPVDSFAPFHNVNCPRGFL
YFNRQGELRISVLPAYLSYDAPWPVR
KIPLRCTAHYVAYHVESKVYAVATST
NTPCARIPRMTGEEKEFETIERDERY
IHPQQEAFSIQLISPVSWEAIPNARIE
LQEWEHVTCMKTVSLRSEETVSGLK
GYVAAGTCLMQGEEVTCRGRILIMD
VIEVVPEPGQPLTKNKFKVLYEKEQK
GPVTALCHCNGHLVSAIGQKIFLWS
LRASELTGMAFIDTQLYIHQMISVKN
FILAADVMKSISLLRYQEESKTLSLV
SRDAKPLEVYSVDFMVDNAQLGFLV
SDRDRNLMVYMYLPEAKESFGGMR
LLRRADFHVGAHVNTFWRTPCRGA
TEGLSKKSVVWENKHITWFATLDGG
IGLLLPMQEKTYRRLLMLQNALTTM
LPHHAGLNPRAFRMLHVDRRTLQN
AVRNVLDGELLNRYLYLSTMERSEL
AKKIGTTPDIILDDLLETDRVTAHF

True False 1.997 5.0 0.99 0.572 False 0.772


