}Jl;l iprotKB Entry name |organism full oglcnacscore o_glcnac p.h osphorylation PMIDS sequence intracellular |extracellular |cytosol nucleus mitochndrion enc}oplasmw golgi plasma extt:acel
name sites sites reticulum |apparatus membrane region
Q10589 BST2_HUMAN Homo Bone [18.986551 'T67;T75 [NaN 35289036;34019948;33214551;405 |MASTSYDYCRVPMEDGDKRCKLLL |False True 1.532 |False [False False 4.297 5.0 4.0
sapiens marrow 96516;28510447 GIGILVLLIIVILGVPLIIFTIKANSEAC
stromal RDGLRAVMECRNVTHLLQQELTEA
antigen QKGFQDVEAQAATCNHTVMALMAS
2 LDAEKAQGQKKVEELEGEITTLNHK
LQDASAEVERLRRENQVLSVRIADK
KYYPSSQDSSSAAAPQLLIVLLGLSAL
LQ




