UniprotkB Entry name |organism full name |oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular extracellular cytosol nucleus [mitochndrion em:!oplasmlc golgi plasma extl:acellular
ID sites sites reticulum apparatus membrane region
Q12030 TAF10_YEAST [Saccharomyces [Transcription |24.475439 NaN S58;S146 33229814  MDFEEDYDAEFDDNQEGQLETPFP [None None None |None None None None None None
cerevisiae initiation SVAGADDGDNDNDDSVAENMKKK
factor TFIID QKREAVVDDGSENAFGIPEFTRKDK
subunit 10 TLEEILEMMDSTPPIIPDAVIDYYLTK
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