UniprotKB Entry name |organism full name |oglcnacscore o-glcnac iphosphorylation sites PMIDS |[sequence intracellular |extracellular |cytosol nucleus mitochndrion en(!oplasmlc golgi [plasma extx:acel]
ID sites reticulum |apparatus| membrane region
Q12044 RCN2_YEAST |Saccharomyces |[Regulator [24.475439 NaN S104;S110;T132;S152;S157;S160;S [33229814 MANQKQMRTQILITDIPSGKFTSKW [None None None [None None None None None None
cerevisiae of 183;S187;S193;5201;S255 PTQLEKTLFKEQFPNLQSHLQYYTPL
calcineurin PFLNRIIIIFDNEDDTLQVFKFLQELL
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IAKENSGPMKLFVTESLLNNQHPRS
RSTDDAVSLQDNNLALLEDHRNKPL
LSINTDPGVTGVDSSSLNKGGSSLSP
DKSSLESPTMLKLSTDSKPFSYQEPL
PKLSRSSSSTSNLSLNRSSQTSLPSQ
LENKDKSASGTKCLFASKPLGLTIDT
STRSNAASCTENDVNATASNPPKSP
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