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phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

Q12100 RTK1_YEAST Saccharomyces
cerevisiae

Probable
serine/threonine-
protein	kinase
RTK1

24.475439 NaN T58;S60;S216 33229814 MVKETPLHSSSSTSLSSLFRPTKLKN
LSAKIFNGGGNQSYSKTDDVSRSSS
RSSKKNTDSDQEDQIKYNKPNDRRS
TIGKSPQGNGALSKESHVVASSTLTG
ISPTSAKKAPIDYSPSRPLPNNHNPV
RTGHTVPHLPHSIHNPINYIHQGSK
DAFHHPHPVRSTAHSNISTVSSAKS
DTPSSNLSYQAHMHPVEILQKQIED
KHFMDSQASTPGSVELQHNSSSGS
DDTSSRKKKSLRLTRFFKKIHNDYH
DNHHHHHHHNRGSTPTKPKLNLN
TNENIVESNGKALYETDNPVELLEK
YGIPGRKLGEGASGSVSVVERTDGKL
FACKMFRKPHLNNEGTNQSQLANY
SKKVTTEFCIGSTLHHENIVETLDML
TEGDTYLLVMEYAPYDFFNLVMSNL
MTQDEVNCYFKQLCHGVNYLHSMG
LAHRDLKLDNCVVTKDGILKLIDFGS
AVVFQYPYEDTIVKSHGIVGSDPYLA
PELLKQTSYDPRVADVWSIAIIFYCM
VLKRFPWKAPKKSFNSFRLFTEEPE
DEDDIVRGPNKILRLLPRHSRTIIGR
MLALEPKQRVLMNDVVKDDWLVSV
PSCEVDPTSGDLVEKPKNHKHHLVT
EEELNELTKQHGNKDSN

None None None None None None None None None


