UniprotKB Entry name |organism full oglcnacscore oglcnac p'h osphorylation PMIDS |sequence intracellular lextracellular cytosol nucleus mitochndrion em!oplasmlc golgi [plasma extl"acellular
ID name sites sites reticulum apparatus membrane region
Q12315 GLE1_YEAST [Saccharomyces mRNA [24.475439 NaN NaN 33229814 MRFVFDEVFNSDTDSPEFEETCSTT [None None None [None None None None None None
cerevisiae export SSTSSQCPTPEPSPAIKLPSFTKVGTK
factor KLVNESVVILDPALENALRDLNLQS
GLE1 KLIPINEPIVAASSIIVPHSTNMPLPR

IASHSSLLDNAKNSNATAPLLEAIEES
FQRKMQNLVLANQKEIQSIRENKRR
IVEEQRKRKEEEERKRKEAEEKAKRE
QELLRQKKDEEERKRKEAEAKLAQQ
KQEEERKKIEEQNEKERQLKKEHEA
KLLQQKDKLGKAVTNFDKISKMFW
HYKDKIAQIKQDIVLPIKKADVNVRN
LLSRHKRKINPKFGQLTNSNQQLFK
IQNELTQLINDTKGDSLAYHWILNFI
IAKAVVHQAETEVRVKPESALPLGKL
TLYLLVQFPELQELFMARLVKKCPF
IVIGFTCEIDTEKGRQNMGWKRNNE
NKWEDNTSYDERMGGILSLFAIITRL
QLPQEFITTTSHPFPIALSWHILARIC
NTPLNLITNTHFVILGSWWDAAAVQ
FLQAYGNQASKLLILIGEELTSRMAE
KKYVGAARLRILLEAWQNNNMESFP
EMSP




