UniprotKB Entry name |organism full oglcnacscore oglcnac p.h osphorylation PMIDS [sequence intracellular [extracellular cytosol jnucleus mitochndrion enqoplasmlc golgi plasma extl.'acellular

1D name sites sites reticulum apparatus membrane region

Q12427 STB3_YEAST |Saccharomyces |Protein [24.475439 NaN S254 33229814 MSENQKEVSPPQAISVKSEASSSIFS |[None None None |None None None None None None
cerevisiae STB3 KPISTSSPAGLAAAQRVTPGKLSTLLL

EMGPLAIRHITQTLCLDIPCFKDLSS
SKQRRLIMSAMESGDKEKSVVFEKI
GWGQWSAKRVDPANFDKELEATNF
IANAKVKDLISQESQRRKSNNSNSNS
GGKVEMPMKVEHNITNIDGATTPPT
IAVASTTIPVNIKRSKSPLAAANVVYID
ENALASEDEDEEFDEDDHHLHYQN
KSRNSSNNFGKSSNGDPYSFGRRRS
QVVFADSTPENIEHEIIAQKIRPLLRN
RRRSSIKPHTPFISKLNTHQDSSYLS
PNTTSTTTPSNNNSNSNQAKIDLEK
LTATSEPTSRRASRLSVSKESSIRSTL
FPNKNYLIVITNPNSKATSVSTSPKL
EEQMNVSSNPIVLSDKEKHRVASQH
LNGESSPQLVPHSHHQPHSDTDEE
DWESIGAASLRNNSLAPNIDSVASST
NGVVSPKPTNPSFTNSQNGDIEPPL
QHDQQKHEQQPRNGEDNSAAFLL
MSLKS




