
UniprotKB
ID Entry	name organism full

name oglcnacscore oglcnacsites
phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

Q12443 RTN2_YEAST Saccharomyces
cerevisiae

Reticulon-
like
protein	2

24.475439 NaN S278 33229814 MNRNTTTNKNANLNNSRNANAPG
EAGHQNKTGLIYWTNPSKSGASFAA
TLVSLLILRNVNVISVLLKIGYMVLFT
SFAVELSTKVLFDKGVVSRFGMQES
PDLVGVLKPHIDRELDRLPALEDRIR
KLVFAHRTRNNFTIGVSLYFLHGLFA
IFSMNTVLIMTTIFLYTVPLIYDRKQA
RIDRAIDRMKDLVIHRFHKNYNKVV
EKTEPYIDKIIPPQTDEGSYSTSISNE
NKSSTSQRNKSGLSSSEFDNMNDT
SASKSGKDSYSTSQYNRAEYPVSQN
ENIGTLKSGKQEIPTEKDFNNRHEN
FSKPDVKTYDPRTVDIEEELAAHQRE
LEQNLKDGDYNLVGSKEIPDPITVPA
PTRHTTKPAESQSIPIKNNETLHKTT
HGLKQKLQHA

None None None None None None None None None


