UniprotKB Entry name |organism full oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular extracellular |cytosol nucleus jmitochndrion enqoplasmlc golgi plasma extl‘"acellular
ID name sites sites reticulum apparatus membrane region
Q12446 LAS17_YEAST [Saccharomyces |Proline-|24.475439 NaN T334;S337;S588 (33229814 MGLLNSSDKEIIKRALPKASNKIIDV [None None None [None None None None None None
cerevisiae rich TVARLYIAYPDKNEWQYTGLSGALAL
protein VDDLVGNTFFLKLVDINGHRGVIWD
LAS17 QELYVNFEYYQDRTFFHTFEMEECF

IAGLLFVDINEASHFLKRVQKRERYA
NRKTLLNKNAVALTKKVREEQKSQV
IVHGPRGESLIDNQRKRYNYEDVDTI
PTTKHKAPPPPPPTAETFDSDQTSSF
SDINSTTASAPTTPAPALPPASPEVRK
EETHPKHSLPPLPNQFAPLPDPPQH
NSPPQNNAPSQPQSNPFPFPIPEIPS
TQSATNPFPFPVPQQQFNQAPSMGI
PQQNRPLPQLPNRNNRPVPPPPPM
RTTTEGSGVRLPAPPPPPRRGPAPPP
PPHRHVTSNTLNSAGGNSLLPQATG
RRGPAPPPPPRASRPTPNVTMQQNP
QQYNNSNRPFGYQTNSNMSSPPPP
PVTTFNTLTPQMTAATGQPAVPLPQ
NTQAPSQATNVPVAPPPPPASLGQS
QIPQSAPSAPIPPTLPSTTSAAPPPPP
IAFLTQQPQSGGAPAPPPPPQMPATS
TSGGGSFAETTGDAGRDALLASIRGA
GGIGALRKVDKSQLDKPSVLLQEAR
GESASPPAAAGNGGTPGGPPASLAD
IALAAALNKRKTKVGAHDDMDNGDD
W%




