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Q12446 LAS17_YEAST Saccharomyces
cerevisiae

Proline-
rich
protein
LAS17

24.475439 NaN T334;S337;S588 33229814 MGLLNSSDKEIIKRALPKASNKIIDV
TVARLYIAYPDKNEWQYTGLSGALAL
VDDLVGNTFFLKLVDINGHRGVIWD
QELYVNFEYYQDRTFFHTFEMEECF
AGLLFVDINEASHFLKRVQKRERYA
NRKTLLNKNAVALTKKVREEQKSQV
VHGPRGESLIDNQRKRYNYEDVDTI
PTTKHKAPPPPPPTAETFDSDQTSSF
SDINSTTASAPTTPAPALPPASPEVRK
EETHPKHSLPPLPNQFAPLPDPPQH
NSPPQNNAPSQPQSNPFPFPIPEIPS
TQSATNPFPFPVPQQQFNQAPSMGI
PQQNRPLPQLPNRNNRPVPPPPPM
RTTTEGSGVRLPAPPPPPRRGPAPPP
PPHRHVTSNTLNSAGGNSLLPQATG
RRGPAPPPPPRASRPTPNVTMQQNP
QQYNNSNRPFGYQTNSNMSSPPPP
PVTTFNTLTPQMTAATGQPAVPLPQ
NTQAPSQATNVPVAPPPPPASLGQS
QIPQSAPSAPIPPTLPSTTSAAPPPPP
AFLTQQPQSGGAPAPPPPPQMPATS
TSGGGSFAETTGDAGRDALLASIRGA
GGIGALRKVDKSQLDKPSVLLQEAR
GESASPPAAAGNGGTPGGPPASLAD
ALAAALNKRKTKVGAHDDMDNGDD
W

None None None None None None None None None


