
UniprotKB
ID Entry	name organism full

name oglcnacscore oglcnacsites phosphorylation	sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic
reticulum

golgi
apparatus

plasma
membrane

extracellular
region

0

Q12515 PAR32_YEAST Saccharomyces
cerevisiae

Protein
PAR32

24.475439 NaN S36;S39;S47;S123;S138;S141;S147;
S246

33229814 MATFNPQNEMENQARVQEYKVSTG
RGGAGNIHKSMSKPSPVLLPLKSNS
KTVANNNNNGSNQEKVPRFAIGRG
GAGNIFHDPHLTRSAQQLDSNDNIN
YNDVINDIDDYISPITSDMVDEGGSN
PVTNTRSRISATRSHQSLHATTSSPN
NNAPIVVGRGGAGNIFFNKKKVASN
GGNEEDEIRGGNIEDEDTINANEDN
LFVVTSNGNALAAIKSTSKKPKNKLK
GKSAPEKFAIGRGGAGNIISPKSSRN
TINHNLNDDDEDKFNLKDDNGKEK
KKKKKKKSGFFSSLKTMFN

None None None None None None None None None


