
UniprotKB
ID Entry	name organism full

name oglcnacscore oglcnac	sites phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

0

Q12768 WASC5_HUMAN Homo
sapiens

WASH
complex
subunit
5

19.583138 T547;S571;S577 S917 34019948;38253038;39302247;285
10447

MLDFLAENNLCGQAILRIVSCGNAII
AELLRLSEFIPAVFRLKDRADQQKYG
DIIFDFSYFKGPELWESKLDAKPELQ
DLDEEFRENNIEIVTRFYLAFQSVHK
YIVDLNRYLDDLNEGVYIQQTLETVL
LNEDGKQLLCEALYLYGVMLLVIDQ
KIEGEVRERMLVSYYRYSAARSSADS
NMDDICKLLRSTGYSSQPGAKRPSN
YPESYFQRVPINESFISMVIGRLRSD
DIYNQVSAYPLPEHRSTALANQAAM
LYVILYFEPSILHTHQAKMREIVDKY
FPDNWVISIYMGITVNLVDAWEPYK
AAKTALNNTLDLSNVREQASRYATV
SERVHAQVQQFLKEGYLREEMVLD
NIPKLLNCLRDCNVAIRWLMLHTAD
SACDPNNKRLRQIKDQILTDSRYNP
RILFQLLLDTAQFEFILKEMFKQMLS
EKQTKWEHYKKEGSERMTELADVF
SGVKPLTRVEKNENLQAWFREISKQ
ILSLNYDDSTAAGRKTVQLIQALEEV
QEFHQLESNLQVCQFLADTRKFLH
QMIRTINIKEEVLITMQIVGDLSFAW
QLIDSFTSIMQESIRVNPSMVTKLRA
TFLKLASALDLPLLRINQANSPDLLS
VSQYYSGELVSYVRKVLQIIPESMFT
SLLKIIKLQTHDIIEVPTRLDKDKLRD
YAQLGPRYEVAKLTHAISIFTEGILM
MKTTLVGIIKVDPKQLLEDGIRKELV
KRVAFALHRGLIFNPRAKPSELMPK
LKELGATMDGFHRSFEYIQDYVNIY
GLKIWQEEVSRIINYNVEQECNNFL
RTKIQDWQSMYQSTHIPIPKFTPVDE
SVTFIGRLCREILRITDPKMTCHIDQL
NTWYDMKTHQEVTSSRLFSEIQTTL
GTFGLNGLDRLLCFMIVKELQNFLS
MFQKIILRDRTVQDTLKTLMNAVSP
LKSIVANSNKIYFSAIAKTQKIWTAYL
EAIMKVGQMQILRQQIANELNYSCR
FDSKHLAAALENLNKALLADIEAHY
QDPSLPYPKEDNTLLYEITAYLEAAGI
HNPLNKIYITTKRLPYFPIVNFLFLIA
QLPKLQYNKNLGMVCRKPTDPVDW
PPLVLGLLTLLKQFHSRYTEQFLALI
GQFICSTVEQCTSQKIPEIPADVVGA
LLFLEDYVRYTKLPRRVAEAHVPNFI
FDEFRTVL

True False 3.563 4.246 1.274 3.537 1.803 1.795


