SNPSHRIQCAAGYEQSEHNVCQDID
ECTAGTHNCRADQVCINLRGSFACQ
CPPGYQKRGEQCVDIDECTIPPYCHQ
RCVNTPGSFYCQCSPGFQLAANNYT
CVDINECDASNQCAQQCYNILGSFI
CQCNQGYELSSDRLNCEDIDECRTS
SYLCQYQCVNEPGKFSCMCPQGYQ
VVRSRTCQDINECETTNECREDEMC
WNYHGGFRCYPRNPCQDPYILTPEN
RCVCPVSNAMCRELPQSIVYKYMSI
RSDRSVPSDIFQIQATTIYANTINTFR
IKSGNENGEFYLRQTSPVSAMLVLV
KSLSGPREHIVDLEMLTVSSIGTFRT
SSVLRLTIIVGPFSF

}Jl;l iprotkB Entry name organism [full name |oglcnacscore o'glcnac p.h osphorylation PMIDS |sequence intracellular extracellular cytosol nucleus mitochndrion em?oplasmlc golgi plasma extl:acellular
sites sites reticulum apparatus membrane region
Q12805 FBLN3_HUMAN [Homo EGF- 17.826004 NaN NaN 38665916 MLKALFLTMLTLALVKSQDTEETITY [None None None [None None None None None None
sapiens containing 'TQCTDGYEWDPVRQQCKDIDECDIV
fibulin-like PDACKGGMKCVNHYGGYLCLPKTA
extracellular QIIVNNEQPQQETQPAEGTSGATTG
matrix VVAASSMATSGVLPGGGFVASAAAV
protein 1 AGPEMQTGRNNFVIRRNPADPQRIP




