UniprotKB Entry name  |organism full oglcnacscore oglcnac phosphorylation 1,y ¢ sequence intracellular |extracellular cytosol [nucleus mitochndrion endoplasmic golgi I extra

D name sites [sites reticulum |apparatus membrane [regio

Q12849 GRSF1_HUMAN |Homo G-rich 12.669561 NaN S244;S335 34229054;23301498;34019948;285 [MAGTRWVLGALLRGCGCNCSSCRR [True False 2.583 [3.84 5.0 1.042 0.782 0.851 1.105
sapiens [sequence 10447;38665916 'TGAACLPFYSAAGSIPSGVSGRRRLL

factor 1

LLLGAAAAAASQTRGLQTGPVPPGRL
IAGPPAVATSAAAAAAASYSALRASLL
PQSLAAAAAVPTRSYSQESKTTYLED
LPPPPEYELAPSKLEEEVDDVFLIRA
QGLPWSCTMEDVLNFFSDCRIRNG
ENGIHFLLNRDGKRRGDALIEMESE
QDVQKALEKHRMYMGQRYVEVYEI
NNEDVDALMKSLQVKSSPVVNDGV
IVRLRGLPYSCNEKDIVDFFAGLNIVD
ITFVMDYRGRRKTGEAYVQFEEPEM
IANQALLKHREEIGNRYIEIFPSRRNE
IVRTHVGSYKGKKIASFPTAKYITEPE
MVFEEHEVNEDIQPMTAFESEKEIE
LPKEVPEKLPEAADFGTTSSLHFVH
MRGLPFQANAQDIINFFAPLKPVRIT
MEYSSSGKATGEADVHFETHEDAVA

IAMLKDRSHVHHRYIELFLNSCPKGK




