UniprotKB Entry name organism full oglcnacscore oglcnac p.h osphorylation PMIDS sequence intracellular extracellular cytosol | nucleus mitochndrion emﬁ}oplasmlc golgi plasma extl:acellular
ID name sites sites reticulum apparatus i membrane [region
Q12860 CNTN1 _HUMAN |Homo Contactin-[25.946761 S495 NaN 28657654;37217939 MKMWLLVSHLVIISITTCLAEFTWYR [None None None |None None None None None None

sapiens

1

RYGHGVSEEDKGFGPIFEEQPINTIY
PEESLEGKVSLNCRARASPFPVYKW
RMNNGDVDLTSDRYSMVGGNLVIN
NPDKQKDAGIYYCLASNNYGMVRST
EATLSFGYLDPFPPEERPEVRVKEGK
GMVLLCDPPYHFPDDLSYRWLLNEF
PVFITMDKRRFVSQTNGNLYIANVE
IASDKGNYSCFVSSPSITKSVFSKFIPL
IPIPERTTKPYPADIVVQFKDVYALMG
QNVTLECFALGNPVPDIRWRKVLEP
MPSTAEISTSGAVLKIFNIQLEDEGIY
ECEAENIRGKDKHQARIYVQAFPEW
VEHINDTEVDIGSDLYWPCVATGKPI
PTIRWLKNGYAYHKGELRLYDVTFE
NAGMYQCIAENTYGAIYANAELKILA
LAPTFEMNPMKKKILAAKGGRVIIEC
KPKAAPKPKFSWSKGTEWLVNSSRI
LIWEDGSLEINNITRNDGGIYTCFAE
NNRGKANSTGTLVITDPTRIILAPINA
DITVGENATMQCAASFDPALDLTFV
IWSFNGYVIDFNKENIHYQRNFMLD
SNGELLIRNAQLKHAGRYTCTAQTIV
DNSSASADLVVRGPPGPPGGLRIEDI
RATSVALTWSRGSDNHSPISKYTIQT
KTILSDDWKDAKTDPPIIEGNMEAA
RAVDLIPWMEYEFRVVATNTLGRGE
PSIPSNRIKTDGAAPNVAPSDVGGGG
GRNRELTITWAPLSREYHYGNNFGY
IVAFKPFDGEEWKKVTVTNPDTGRY
IVHKDETMSPSTAFQVKVKAFNNKG
DGPYSLVAVINSAQDAPSEAPTEVGV
KVLSSSEISVHWEHVLEKIVESYQIR
YWAAHDKEEAANRVQVTSQEYSARL
ENLLPDTQYFIEVGACNSAGCGPPS
DMIEAFTKKAPPSQPPRIISSVRSGSR
IYIITWDHVVALSNESTVTGYKVLYRP
DGQHDGKLYSTHKHSIEVPIPRDGE
YVVEVRAHSDGGDGVVSQVKISGAP
TLSPSLLGLLLPAFGILVYLEF




