
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnacsites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

Q12913 PTPRJ_HUMAN Homo
sapiens

Receptor-
type
tyrosine-
protein
phosphatase
eta

38.14694 NaN S1009 41018975;28510447 MKPAAREARLPPRSPGLRWALPLLL
LLLRLGQILCAGGTPSPIPDPSVATVA
TGENGITQISSTAESFHKQNGTGTPQ
VETNTSEDGESSGANDSLRTPEQGS
NGTDGASQKTPSSTGPSPVFDIKAVS
ISPTNVILTWKSNDTAASEYKYVVKH
KMENEKTITVVHQPWCNITGLRPAT
SYVFSITPGIGNETWGDPRVIKVITEP
IPVSDLRVALTGVRKAALSWSNGNG
TASCRVLLESIGSHEELTQDSRLQVN
ISGLKPGVQYNINPYLLQSNKTKGDP
LGTEGGLDASNTERSRAGSPTAPVH
DESLVGPVDPSSGQQSRDTEVLLVG
LEPGTRYNATVYSQAANGTEGQPQA
IEFRTNAIQVFDVTAVNISATSLTLIW
KVSDNESSSNYTYKIHVAGETDSSN
LNVSEPRAVIPGLRSSTFYNITVCPVL
GDIEGTPGFLQVHTPPVPVSDFRVTV
VSTTEIGLAWSSHDAESFQMHITQE
GAGNSRVEITTNQSIIIGGLFPGTKYC
FEIVPKGPNGTEGASRTVCNRTVPSA
VFDIHVVYVTTTEMWLDWKSPDGAS
EYVYHLVIESKHGSNHTSTYDKAITL
QGLIPGTLYNITISPEVDHVWGDPNS
TAQYTRPSNVSNIDVSTNTTAATLS
WQNFDDASPTYSYCLLIEKAGNSSN
ATQVVTDIGITDATVTELIPGSSYTVE
IFAQVGDGIKSLEPGRKSFCTDPASM
ASFDCEVVPKEPALVLKWTCPPGAN
AGFELEVSSGAWNNATHLESCSSE
NGTEYRTEVTYLNFSTSYNISITTVSC
GKMAAPTRNTCTTGITDPPPPDGSP
NITSVSHNSVKVKFSGFEASHGPIKA
YAVILTTGEAGHPSADVLKYTYEDFK
KGASDTYVTYLIRTEEKGRSQSLSEV
LKYEIDVGNESTTLGYYNGKLEPLGS
YRACVAGFTNITFHPQNKGLIDGAES
YVSFSRYSDAVSLPQDPGVICGAVFG
CIFGALVIVTVGGFIFWRKKRKDAKN
NEVSFSQIKPKKSKLIRVENFEAYFK
KQQADSNCGFAEEYEDLKLVGISQP
KYAAELAENRGKNRYNNVLPYDISR
VKLSVQTHSTDDYINANYMPGYHSK
KDFIATQGPLPNTLKDFWRMVWEK
NVYAIIMLTKCVEQGRTKCEEYWPS
KQAQDYGDITVAMTSEIVLPEWTIRD
FTVKNIQTSESHPLRQFHFTSWPDH
GVPDTTDLLINFRYLVRDYMKQSPP
ESPILVHCSAGVGRTGTFIAIDRLIYQ
IENENTVDVYGIVYDLRMHRPLMVQ
TEDQYVFLNQCVLDIVRSQKDSKVD
LIYQNTTAMTIYENLAPVTTFGKTNG
YIA

True True 1.818 4.582 1.448 1.821 1.039 5.0 4.453


