}Jl;l iprotKB Entry name |organism full oglcnacscore oglcnac phosphorylation sites PMIDS sequence intracellular extracellular|cytosol nucleus mitochndrion en@oplasmlc golgi plasma ext
name sites reticulum |apparatus membrane reg
Q12929 EPS8_HUMAN Homo Epidermal|15.07159 NaN S58;T223;T317;5476;5625;T629;S6 (30379171;38665916 MNGHISNHPSSFGMYPSQMNGYGS |None None None [None |None None None None Nor
sapiens |growth 59;5662;S685;S811;S815 SPTFSQTDREHGSKTSAKALYEQRK
factor NYARDSVSSVSDISQYRVEHLTTFVL
receptor DRKDAMITVDDGIRKLKLLDAKGKV
kinase 'WTQDMILQVDDRAVSLIDLESKNEL
substrate ENFPLNTIQHCQAVMHSCSYDSVLA
8 LVCKEPTQNKPDLHLFQCDEVKANL

ISEDIESAISDSKGGKQKRRPDALRM
ISNADPSIPPPPRAPAPAPPGTVTQVD
'VRSRVAAWSAWAADQGDFEKPRQY
HEQEETPEMMAARIDRDVQILNHIL
DDIEFFITKLQKAAEAFSELSKRKKN
KKGKRKGPGEGVLTLRAKPPPPDEF
LDCFQKFKHGFNLLAKLKSHIQNPS
AADLVHFLFTPLNMVVQATGGPELA
SSVLSPLLNKDTIDFLNYTVNGDER
QLWMSLGGTWMKARAEWPKEQFIP
PYVPRFRNGWEPPMLNFMGATMEQ
DLYQLAESVANVAEHQRKQEIKRLS
TEHSSVSEYHPADGYAFSSNIYTRGS
HLDQGEAAVAFKPTSNRHIDRNYEP
LKTQPKKYAKSKYDFVARNNSELSV
LKDDILEILDDRKQWWKVRNASGDS
GFVPNNILDIVRPPESGLGRADPPYT
HTIQKQRMEYGPRPADTPPAPSPPPT
PAPVPVPLPPSTPAPVPVSKVPANITR
QNSSSSDSGGSIVRDSQRHKQLPVD
RRKSQMEEVQDELIHRLTIGRSAAQ
KKFHVPRQNVPVINITYDSTPEDVKT
'WLQSKGFNPVTVNSLGVLNGAQLF
SLNKDELRTVCPEGARVYSQITVQKA
ALEDSSGSSELQEIMRRRQEKISAAA
SDSGVESFDEGSSH




