
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnacsites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

Q12965 MYO1E_HUMAN Homo
sapiens

Unconventional
myosin-Ie

21.056457 NaN S980;S1002 33214551;28510447 MGSKGVYQYHWQSHNVKHSGVDD
MVLLSKITENSIVENLKKRYMDDYIF
TYIGSVLISVNPFKQMPYFGEKEIEM
YQGAAQYENPPHIYALADNMYRNMI
IDRENQCVIISGESGAGKTVAAKYIM
SYISRVSGGGTKVQHVKDIILQSNPL
LEAFGNAKTVRNNNSSRFGKYFEIQ
FSPGGEPDGGKISNFLLEKSRVVMR
NPGERSFHIFYQLIEGASAEQKHSLG
ITSMDYYYYLSLSGSYKVDDIDDRRE
FQETLHAMNVIGIFAEEQTLVLQIVA
GILHLGNISFKEVGNYAAVESEEFLA
FPAYLLGINQDRLKEKLTSRQMDSK
WGGKSESIHVTLNVEQACYTRDALA
KALHARVFDFLVDSINKAMEKDHEE
YNIGVLDIYGFEIFQKNGFEQFCINF
VNEKLQQIFIELTLKAEQEEYVQEGI
RWTPIEYFNNKIVCDLIENKVNPPGI
MSILDDVCATMHAVGEGADQTLLQ
KLQMQIGSHEHFNSWNQGFIIHHY
AGKVSYDMDGFCERNRDVLFMDLI
ELMQSSELPFIKSLFPENLQADKKG
RPTTAGSKIKKQANDLVSTLMKCTP
HYIRCIKPNETKKPRDWEESRVKHQ
VEYLGLKENIRVRRAGYAYRRIFQKF
LQRYAILTKATWPSWQGEEKQGVLH
LLQSVNMDSDQFQLGRSKVFIKAPE
SLFLLEEMRERKYDGYARVIQKSWR
KFVARKKYVQMREEASDLLLNKKER
RRNSINRNFIGDYIGMEEHPELQQF
VGKREKIDFADTVTKYDRRFKGVKR
DLLLTPKCLYLIGREKVKQGPDKGLV
KEVLKRKIEIERILSVSLSTMQDDIFI
LHEQEYDSLLESVFKTEFLSLLAKRY
EEKTQKQLPLKFSNTLELKLKKENW
GPWSAGGSRQVQFHQGFGDLAVLK
PSNKVLQVSIGPGLPKNSRPTRRNTT
QNTGYSSGTQNANYPVRAAPPPPGY
HQNGVIRNQYVPYPHAPGSQRSNQ
KSLYTSMARPPLPRQQSTSSDRVSQ
TPESLDFLKVPDQGAAGVRRQTTSR
PPPAGGRPKPQPKPKPQVPQCKALY
AYDAQDTDELSFNANDIIDIIKEDPS
GWWTGRLRGKQGLFPNNYVTKI

False False 3.277 1.537 1.175 0.763 0.822 3.648 4.273


