UniprotKB Entry name organism [full name |oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular extracellular |cytosol nucleus mitochndrion ent'loplasmlc golgi [plasma extl.‘acellular
ID sites sites reticulum apparatus membrane region
Q13057 COASY _HUMAN |Homo Bifunctional (19.129548 NaN S178;S183 34019948 MAVFRSGLLVLTTPLASLAPRLASIL [None None None [None None None None None None
sapiens coenzyme A TSAARLVNHTLYVHLQPGMSLEGPA
synthase QPQSSPVQATFEVLDFITHLYAGADV

HRHLDVRILLTNIRTKSTFLPPLPTSV
QNLAHPPEVVLTDFQTLDGSQYNPV
KQQLVRYATSCYSCCPRLASVLLYSD
YGIGEVPVEPLDVPLPSTIRPASPVAG
SPKQPVRGYYRGAVGGTFDRLHNAH
KVLLSVACILAQEQLVVGVADKDLLK
SKLLPELLQPYTERVEHLSEFLVDIK
PSLTFDVIPLLDPYGPAGSDPSLEFLV
VSEETYRGGMAINRFRLENDLEELA
LYQIQLLKDLRHTENEEDKVSSSSFR
QRMLGNLLRPPYERPELPTCLYVIGL
TGISGSGKSSIAQRLKGLGAFVIDSD
HLGHRAYAPGGPAYQPVVEAFGTDI
LHKDGIINRKVLGSRVFGNKKQLKIL
TDIMWPIIAKLAREEMDRAVAEGKR
'VCVIDAAVLLEAGWQNLVHEVWTAV
IPETEAVRRIVERDGLSEAAAQSRLQ
SQMSGQQLVEQSHVVLSTLWEPHIT
QRQVEKAWALLQKRIPKTHQALD




