UniprotKB Entry name |organism full oglcnacscore o‘glcnac p.h osphorylation PMIDS |[sequence intracellular extracellular cytosol nucleus mitochndrion ent'loplasmlc golgi plasma extl"acellular
ID name sites sites reticulum apparatus membrane [region
Q13107 UBP4_HUMAN [Homo Ubiquitin (21.731224 NaN S655;5675;S680 (23301498 MAEGGGCRERPDAETQKSELGPLM [True True 4.755 |5.0 1.588 1.454 1.038 4.56 1.513
sapiens |carboxyl- RTTLQRGAQWYLIDSRWFKQWKKY
terminal VGFDSWDMYNVGEHNLFPGPIDNS
hydrolase GLFSDPESQTLKEHLIDELDYVLVPT
4

EAWNKLLNWYGCVEGQQPIVRKVV
EHGLFVKHCKVEVYLLELKLCENSD
PTNVLSCHFSKADTIATIEKEMRKLF
NIPAERETRLWNKYMSNTYEQLSKL
DNTVQDAGLYQGQVLVIEPQNEDGT
'WPRQTLQSKSSTAPSRNFTTSPKSS
IASPYSSVSASLIANGDSTSTCGMHSS
GVSRGGSGFSASYNCQEPPSSHIQP
GLCGLGNLGNTCFMNSALQCLSNT
IAPLTDYFLKDEYEAEINRDNPLGMK
GEIAEAYAELIKQMWSGRDAHVAPR
MFKTQVGRFAPQFSGYQQQDSQEL
LAFLLDGLHEDLNRVKKKPYLELKD
IANGRPDAVVAKEAWENHRLRNDSV
IVDTFHGLFKSTLVCPECAKVSVTFD
PFCYLTLPLPLKKDRVMEVFLVPADP
HCRPTQYRVTVPLMGAVSDLCEALS
RLSGIAAENMVVADVYNHRFHKIFQ
MDEGLNHIMPRDDIFVYEVCSTSVD
GSECVTLPVYFRERKSRPSSTSSASA
LYGQPLLLSVPKHKLTLESLYQAVCD
RISRYVKQPLPDEFGSSPLEPGACNG
SRNSCEGEDEEEMEHQEEGKEQLS
ETEGSGEDEPGNDPSETTQKKIKGQ
PCPKRLFTFSLVNSYGTADINSLAAD
GKLLKLNSRSTLAMDWDSETRRLYY
DEQESEAYEKHVSMLQPQKKKKTTV
IALRDCIELFTTMETLGEHDPWYCPN
CKKHQQATKKFDLWSLPKILVVHLK
RFSYNRYWRDKLDTVVEFPIRGLNM
SEFVCNLSARPYVYDLIAVSNHYGA
MGVGHYTAYAKNKLNGKWYYFDDS
NVSLASEDQIVTKAAYVLFYQRRDDE
FYKTPSLSSSGSSDGGTRPSSSQQGF
GDDEACSMDTN




