}Jl;l iprotKB Entry name organism [full name [oglcnacscore oglcnac phosphorylation sites PMIDS sequence intracellular extracellular |cytosol nucleus mitochndrion enqoplasmlc golgi
sites reticulum |apparatu
Q13112 CAF1B_HUMAN [Homo Chromatin [25.118713 NaN T394;S409;T419;5429;T433;S458;T (40914422;34019948;33214551;285 [MKVITCEIAWHNKEPVYSLDFQHGT (True False 1.711 [4.746 |0.964 0.587 False
sapiens |assembly 495;T509;T521;T531;S538 10447 AGRIHRLASAGVDTNVRIWKVEKGP
factor 1 DGKAIVEFLSNLARHTKAVNVVRFS
subunit B PTGEILASGGDDAVILLWKVNDNKE

PEQIAFQDEDEAQLNKENWTVVKTL
RGHLEDVYDICWATDGNLMASASV
DNTAIIWDVSKGQKISIFNEHKSYVQ
GVITWDPLGQYVATLSCDRVLRVYSI
QKKRVAFNVSKMLSGIGAEGEARSY
RMFHDDSMKSFFRRLSFTPDGSLLL
TPAGCVESGENVMNTTYVFSRKNLK
RPIAHLPCPGKATLAVRCCPVYFELR
PVVETGVELMSLPYRLVFAVASEDS
VLLYDTQQSFPFGYVSNIHYHTLSDI
SWSSDGAFLAISSTDGYCSFVTFEKD
ELGIPLKEKPVLNMRTPDTAKKTKS
QTHRGSSPGPRPVEGTPASRTQDPS
SPGTTPPQARQAPAPTVIRDPPSITPA
'VKSPLPGPSEEKTLQPSSQNTKAHP
SRRVTLNTLQAWSKTTPRRINLTPLK
TDTPPSSVPTSVISTPSTEEIQSETPG
DAQGSPPELKRPRLDENKGGTESLD
P




