UniprotKB Entry name organism full oglcnacscore oglcnac p.h osphorylation PMIDS sequence intracellular [extracellular |cytosol nucleus mitochndrion enc:!oplasmlc golgi plasma extx:acelh
ID mame sites sites reticulum |apparatus membrane |region
Q13118 KLF10_HUMAN [Homo Krueppel-(23.734222 S82 S184;5249 40596516;39894887;38253038 MLNFGASLQQTAEERMEMISERPK [True False False [4.562 |False False False False False
sapiens like (Q13118- ESMYSWNKTAEKSDFEAVEALMSM
factor 10 4
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