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UniprotkB Entry name |organism full oglcnacscore oglcnac phosphorylation |pyy 1y sequence intracellular |extracellular [cytosol nucleus|mitochndrion endoplasmic golgi plasma lextracellular
1D name sites sites reticulum apparatus membrane region
Q13158 FADD HUMAN [Homo FAS- 20.841526 NaN S194 34019948;23301498 MDPFLVLLHSVSSSLSSSELTELKFL [True True 5.0 3.924 3.093 2.459 2.723 5.0 4.004

sapiens |associated CLGRVGKRKLERVQSGLDLFSMLLE
death QNDLEPGHTELLRELLASLRRHDLL
domain RRVDDFEAGAAAGAAPGEEDLCAAF
protein NVICDNVGKDWRRLARQLKVSDTKI

DSIEDRYPRNLTERVRESLRIWKNTE
KENATVAHLVGALRSCQMNLVADL
IVQEVQQARDLQNRSGAMSPMSWN
SDASTSEAS




