}Jl;l iprotKB Entry name |organism full oglcnacscore joglcnac sites phosphorylation sites PMIDS |sequence intracellular [extracellular|cytosol nucleus mitochndrion enc!oplasmlc ,ﬁ
name reticulum |app
Q13233 M3K1_HUMAN [Homo Mitogen- |23.495169 S297;T949;T958;T985|S21;S35;S137;S154;5275;T285;S29 |37217939;38253038;29351928 MAAAAGNRASSSGFPGARATSPEAG |True False 4.739 [3.641 |2.095 1.827 1.34
sapiens |activated 2;S297;S300;S507;S531;S923;S101 GGGGALKASSAPAAAAGLLREAGSG
protein 8;51043;T1400;T1412 GRERADWRRRQLRKVRSVELDQLP
kinase EQPLFLAASPPASSTSPSPEPADAAG
kinase SGTGFQPVAVPPPHGAASRGGAHLT
kinase 1 ESVAAPDSGASSPAAAEPGEKRAPAA

EPSPAAAPAGREMENKETLKGLHK
MDDRPEERMIREKLKATCMPAWKH
EWLERRNRRGPVVVKPIPVKGDGSE
MNHLAAESPGEVQASAASPASKGRR
SPSPGNSPSGRTVKSESPGVRRKRV
SPVPFQSGRITPPRRAPSPDGFSPYS
PEETNRRVNKVMRARLYLLQQIGPN
SFLIGGDSPDNKYRVFIGPQNCSCAR
GTFCIHLLFVMLRVFQLEPSDPMLW
RKTLKNFEVESLFQKYHSRRSSRIKA
PSRNTIQKFVSRMSNSHTLSSSSTST
SSSENSIKDEEEQMCPICLLGMLDE
ESLTVCEDGCRNKLHHHCMSIWAE
ECRRNREPLICPLCRSKWRSHDFYS
HELSSPVDSPSSLRAAQQQTVQQQP
LAGSRRNQESNFNLTHYGTQQIPPA
'YKDLAEPWIQVFGMELVGCLFSRN
WNVREMALRRLSHDVSGALLLANG
ESTGNSGGSSGSSPSGGATSGSSQT
SISGDVVEACCSVLSMVCADPVYKV
'YVAALKTLRAMLVYTPCHSLAERIKL
QRLLQPVVDTILVKCADANSRTSQLS
ISTLLELCKGQAGELAVGREILKAGSI
GIGGVDYVLNCILGNQTESNNWQEL
LGRLCLIDRLLLEFPAEFYPHIVSTDV
SQAEPVEIRYKKLLSLLTFALQSIDNS
HSMVGKLSRRIYLSSARMVTTVPHV
FSKLLEMLSVSSSTHFTRMRRRLMA
IADEVEIAEAIQLGVEDTLDGQQDSF
LQASVPNNYLETTENSSPECTVHLE
KTGKGLCATKLSASSEDISERLASISV
GPSSSTTTTTTTTEQPKPMVQTKGRP
HSQCLNSSPLSHHSQLMFPALSTPS
SSTPSVPAGTATDVSKHRLQGFIPCR
IPSASPQTQRKFSLQFHRNCPENKD
SDKLSPVFTQSRPLPSSNIHRPKPSR
PTPGNTSKQGDPSKNSMTLDLNSSS
KCDDSFGCSSNSSNAVIPSDETVFTP
VEEKCRLDVNTELNSSIEDLLEASM
PSSDTTVTFKSEVAVLSPEKAENDDT
YKDDVNHNQKCKEKMEAEEEEALA
IAMAMSASQDALPIVPQLQVENGED
IIIIQQDTPETLPGHTKAKQPYREDTE
WLKGQQIGLGAFSSCYQAQDVGTGT
LMAVKQVTYVRNTSSEQEEVVEALR
EEIRMMSHLNHPNIIRMLGATCEKS
NYNLFIEWMAGGSVAHLLSKYGAFK
ESVVINYTEQLLRGLSYLHENQIITHR
DVKGANLLIDSTGQRLRIADFGAAAR
LASKGTGAGEFQGQLLGTIAFMAPE
IVLRGQQYGRSCDVWSVGCAIIEMAC
AKPPWNAEKHSNHLALIFKIASATTA
PSIPSHLSPGLRDVALRCLELQPQDR
PPSRELLKHPVFRTTW




