UniprotKB

endopl

D Entry name |organism [full name |oglcnacscore joglcnac sites phosphorylation sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion reticulum
Q13330 MTA1_HUMAN Homo Metastasis-|28.967959 S237;5241;S246;S555 |S386;5446;5449;S522;T564;S576;T [40596516;28657654;34725712;409 IMAANMYRVGDYVYFENSSSNPYLIR (True False 4.668 |5.0 1.623 1.266
sapiens |associated 578;S639 14422;29485866;34019948 RIEELNKTANGNVEAKVVCFYRRRD
protein ISSTLIALADKHATLSVCYKAGPGAD
MTA1 NGEEGEIEEEMENPEMVDLPEKLK

HQLRHRELFLSRQLESLPATHIRGK
CSVTLLNETESLKSYLEREDFFFYSL
VYDPQQKTLLADKGEIRVGNRYQADI
TDLLKEGEEDGRDQSRLETQVWEA
HNPLTDKQIDQFLVVARSVGTFARA
LDCSSSVRQPSLHMSAAAASRDITLF
HAMDTLHKNIYDISKAISALVPQGGP
VLCRDEMEEWSASEANLFEEALEKY
GKDFTDIQQDFLPWKSLTSIIEYYYM
'WKTTDRYVQQKRLKAAEAESKLKQV
'YIPNYNKPNPNQISVNNVKAGVVNG
TGAPGQSPGAGRACESCYTTQSYQW
'YSWGPPNMQCRLCASCWTYWKKYG
GLKMPTRLDGERPGPNRSNMSPHG
LPARSSGSPKFAMKTRQAFYLHTTK
LTRIARRLCREILRPWHAARHPYLPI
NSAAIKAECTARLPEASQSPLVLKQA
'VRKPLEAVLRYLETHPRPPKPDPVKS
'VSSVLSSLTPAKVAPVINNGSPTILGK
RSYEQHNGVDGNMKKRLLMPSRGL
IANHGQARHMGPSRNLLLNGKSYPT
KVRLIRGGSLPPVKRRRMNWIDAPD
DVFYMATEETRKIRKLLSSSETKRAA
RRPYKPIALRQSQALPPRPPPPAPVN
DEPIVIED




