UniprotKB Entry name |organism full name joglcnacscore oglcnac p.h osphorylation PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrion en(.ioplasmlc golgi plasma extr_a

ID sites sites reticulum |apparatus membrane regio

Q13347 EIF3]_HUMAN Homo Eukaryotic|23.421299 NaN T219;T308 34229054;20305658;33214551;386 [MKPILLQGHERSITQIKYNREGDLLF [True False 4.778 |3.622 |1.444 1.34 0.87 1.089 4.229
sapiens |[translation

initiation
factor 3
subunit I

65916;34725712;32119511;409144 [TVAKDPIVNVWYSVNGERLGTYMG
22;36580660;35008409;34019948;3 HTGAVWCVDADWDTKHVLTGSADN

5138101;28510447

SCRLWDCETGKQLALLKTNSAVRTC
GFDFGGNIIMFSTDKQMGYQCFVSF
FDLRDPSQIDNNEPYMKIPCNDSKIT
SAVWGPLGECIIAGHESGELNQYSA
KSGEVLVNVKEHSRQINDIQLSRDM
TMFVTASKDNTAKLFDSTTLEHQKT
FRTERPVNSAALSPNYDHVVLGGGQ
EAMDVTTTSTRIGKFEARFFHLAFEE
EFGRVKGHFGPINSVAFHPDGKSYS
SGGEDGYVRIHYFDPQYFEFEFEA




