
UniprotKB
ID Entry	name organism full

name oglcnacscore oglcnac	sites phosphorylation	sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic
reticulum

golgi
apparatus

0

Q13427 PPIG_HUMAN Homo
sapiens

Peptidyl-
prolyl	cis-
trans
isomerase
G

9.492751 S163;S525;S658 S254;S256;S257;S259;S290;S315;S
356;T358;S386;S397;S413;S415;S6
87;S690;S696;S744;S745;T748;S75
3

34019948;23301498;30379171;306
20550;37217939;40596516;398948
87;28510447

MGIKVQRPRCFFDIAINNQPAGRVV
FELFSDVCPKTCENFRCLCTGEKGT
GKSTQKPLHYKSCLFHRVVKDFMV
QGGDFSEGNGRGGESIYGGFFEDES
FAVKHNKEFLLSMANRGKDTNGSQ
FFITTKPTPHLDGHHVVFGQVISGQE
VVREIENQKTDAASKPFAEVRILSCG
ELIPKSKVKKEEKKRHKSSSSSSSSS
SDSDSSSDSQSSSDSSDSESATEEKS
KKRKKKHRKNSRKHKKEKKKRKKS
KKSASSESEAENLEAQPQSTVRPEEI
PPIPENRFLMRKSPPKADEKERKNR
ERERERECNPPNSQPASYQRRLLVT
RSGRKIKGRGPRRYRTPSRSRSRDRF
RRSETPPHWRQEMQRAQRMRVSSG
ERWIKGDKSELNEIKENQRSPVRVK
ERKITDHRNVSESPNRKNEKEKKVK
DHKSNSKERDIRRNSEKDDKYKNKV
KKRAKSKSRSKSKEKSKSKERDSKH
NRNEEKRMRSRSKGRDHENVKEKE
KQSDSKGKDQERSRSKEKSKQLESK
SNEHDHSKSKEKDRRAQSRSRECDI
TKGKHSYNSRTRERSRSRDRSRRVR
SRTHDRDRSRSKEYHRYREQEYRRR
GRSRSRERRTPPGRSRSKDRRRRRR
DSRSSEREESQSRNKDKYRNQESKS
SHRKENSESEKRMYSKSRDHNSSN
NSREKKADRDQSPFSKIKQSSQDNE
LKSSMLKNKEDEKIRSSVEKENQKS
KGQENDHVHEKNKKFDHESSPGTD
EDKSG

True False 4.686 4.755 False False False


