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D Entry name |organism oglcnacscore oglcnac sites [T, % ylation PMIDS sequence intracellular |extracellular |cytosol nucleus mitochndrion em!oplasmlc golgi I extx:acelluh
name sites reticulum |apparatus| membrane region
Q13506 NAB1_HUMAN Homo NGFI- |24.298527 S112;S113;T481|S5172;S183;S328;S407 [35254053;35289036 MAAALPRTLGELQLYRILQKANLLSY [True False 1.72 4.759  [1.787 0.899 1.8 2.404 1.342
sapiens A- FDAFIQQGGDDVQQLCEAGEEEFLE
binding IMALVGMASKPLHVRRLQKALRDW
protein IVTINPGLFNQPLTSLPVSSIPIYKLPEG
1 SPTWLGISCSSYERSSNAREPHLKIP

KCAATTCVQSLGQGKSDVVGSLALQ
SVGESRLWQGHHATESEHSLSPADL
GSPASPKESSEALDAAAALSVAECVE
RMAPTLPKSDLNEVKELLKTNKKLA
KMIGHIFEMNDDDPHKEEEIRKYSA
[YGRFDSKRKDGKHLTLHELTVNEA
IAAQLCVKDNALLTRRDELFALARQIS
REVTYKYTYRTTKSKCGERDELSPKR
IKVEDGFPDFQDSVQTLFQQARAKS
EELAALSSQQPEKVMAKQMEFLCN
QAGYERLQHAERRLSAGLYRQSSEE
HSPNGLTSDNSDGQGERPLNLRMP
NLQNRQPHHFVVDGELSRLYPSEAK
SHSSESLGILKDYPHSAFTLEKKVIK
TEPEDSR




